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The research in my Lab addresses the mechanlsms activated
py the receptor tyrosine Kinases rermed Trk in the
developing and mature nervous sysLemns. The Trk family
includes 3 mempers, TrkA (activated by nerve growth
factorl, TrkB (activated by brain—derived neurotrophic
factor) and TrkC (activated by neurotrophin 3y . My
research addresses (1) mechanisms of how Trkd can activate
cell death in Lumors of the nervous systemn such as
medulloblastomas and glioblastomas, (2) mechanisms where DY
TrkB facilitates long-term potentiation and memory: via
shcC, rasGril and the NMDA receptorsy (3) mechanisms of
pneuronal survival and neurcnal process formation; via
MNesca, RasGril and FRS3 and (4) mechanilsms of how FRS3
facilitates cortical neuron development and migration
during cortical neurogenesis. We address these questions
using & gariety of molecular and cell piology approaches
including rransgenic mice, primary neuron cultures; knock
down studies using knock-out mice or 10SS of expression via
siRNA OF shRNA approaches as well as transfection and over-
expression approaches using plasmids or adenoviral
expression in both established and primary pneuronal cell

culture.
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ATCC: Catalog Search

o &Y &) Search Catalog
/- ' J J Select a Category
The Global Bioresource Center™ @
E Login Search.Options

About  Cultures and Products Science  Standards Deposit Services Customn Services  Product Use Policy

ATCC Advanced Catalog Search » Product Details

Product Description

erial Transfer Agreement or, in

pefore submitting an order you will be asked to read and accept the terms and conditions of ATCC's Matel
certain cases, an MTA specified by the depositing institution.

Customers in Europe, Australia, Canada, China, Hong Kong, India, Japan, Korea, Macau, Mexico, New Zealand, Singapore, and Talwan,
R.0.C. must contact a local distributor for pricing information and to place an order for ATCC cultures and products.

Print this Page

Cell Biology

ATCC® Number: HTB-14™ [ Order this Item J Price: $256.00

Designations: U-87 MG Depositors: J Ponten

Biosafety Level: 1 Shipped: frozen

Medium & Serum: See Propagation Growth adherent
Properties:

Organism: Homo sapiens {(human) Morphology: epithelial

Source: Organ: brain

Tumor Stage: classified as grade IV as of 2007
Disease: glioblastoma; astrocytoma
Permits/Forms: In addition to the MTA mentioned above, other AE__BMIQEEQMH_!EL’MQ may be reguired for the transfer
of this ATCC material. Anyone purchasing ATCC material is ultimately responsible for obtaining the permits.
Please click here for information regarding the specific requirements for shipment to your location.

Related Cell Culture Products

Applications: transfection host (&uc_'-egfe_ct_@ﬁchnomgllom Lonza
BQL['!Q.EQG_ENE,@_"T,FQ,QSLQﬁJD_ﬂRj-‘.éggﬂti)
Tumorigenic: Yes

Antigen Expression: Blood Type A, Rh+

Cytogenetic Analysis: This is a hypodiploid human cell line with the modal chromosome number of 44 occurring in 48% of cells. The
rate of higher ploidy was 5.9%., Twelve markers were common to all cells, including der(1)t(1;3) (p22;921),
der(16)t(1;16) (p22;p12), del(9) (p13) and nine others. The marker der(1) had two copies in most cells. There

was only one copy of normal X. N1, N6 and N9 were not found.

Isoenzymes: AK-1, 1
ES-D, 1
G6PD, B
GLO-I, 1
Me-2, 1
PGM1, 2
PGM3, 1
Age: 44 years
Gender: female
Ethnicity: Caucasian
Comments: This is one of a number of call lines derived from malignant gliomas (see also ATCC HTB-15 and ATCC HTB-16)

by 1. Ponten and associatas from 1966 & 1969.
Myceoplasma contamination was aliminatad in Saptamber 1975.
Propagation: ATCC complete growth medium: Tha base meadium for this c2il line is ATCC-formulatad Eagle's Minimum
Essential Madium, Catalog No. 30-2003. To make the complete growth medium, add the fallowing components
to the base madium: fetal bovine sarum to 3 final concentration of 10%.
Atmosphere: 5% CO2 in air recommended
Temperature: 37.0°€C

http:/ www.atee org/ ATCC ;r'\(l\"LlllL‘CLi(‘;\kal]OgSearch‘Produchctni Is/tabid/432/Default.aspx... 'l 2/2009
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NAME HOST Str | ANTIBIOTIC SOURCE
1 HB101
2 DHI1
3 pSV2gpt HB101 amp Mulligan & Berg
4 pSVogpt HB101 amp S.Meakin
5 pSVOCAT HB101 amp Gormané& Howard
6 pSVOCAT(Xhol) HB101 amp S.Meakin
7 RSVCAT HB101 amp Gormandé Howard
8 pUC9-HMTll1a HB101 amp D.Hamer
9 pSGM1 HB101 amp S.Meakin
10 poderl’ HB101 amp J Piatigorsky
11 pRSV?gal HB101 amp J Piatigorsky
12 pUC9 HB101 amp J Piatigorsky
13 pKK232-8 HB101 amp Pharmacia
14 PSV2ACAT HB101 amp Kadesch&Berg
15 pSVOATCAT HB101 amp Meakin & Lok
16 pSTK7 HB10] amp M.L . Breitman
17 p91023 HB101 tet R.Kaufman
18 pM21CR3 HB10] tet ] Piatigorsky
19 pGem-3 HB101 amp
20 pSVOATCAT(Xhol) HB101 amp S.Meakin
21 pUC9-y2pgal HB101 amp S.Meakin
22 pSV2CAT HB101 amp Gormané& Howard
23 pGem3'v2Pgall (En HB101 amp S.Meakin
24 pSGMIX HB101 amp S.Meakin
25 pUC-v2Bgal (En HBI101 amp S.Meakin
26 pUC-y2Cat (En HB101 amp S.Meakin
27 KM 392 HB101 amp
28 pNGFR.1(in PUC 9) p75 HB101 amp M.Radeke
29 pSVINEO HB101 amp Mulligan&Berg
30 pBAP-NEO HB101 amp L.Kedes
31 pUC19 HB101 amp
32 p19-2GR1({-ve) 5'end rNGFRgene HB101 amp S.Meakin
33 p19-2GR(+ve) HB101 amp S.Meakin
34 p19-2lal(2-1) aka pl 9-E2(+) HB10! amp S.Meakin
35 p19-2]a2(2-3) aka pl9-E2(-) HB101 amp S.Meakin
36 p19-21b(4-1) aka pl9-E3 HB101] amp S.Meakin
37 PGem-NGF(+) HB101 amp J.Jongstra-Bilen
38 PGem-NGF(-) HB101 amp J Jongstra-Bilen
39 pXP1 HB10l amp Steve Nordeen
40 pXP2 HB101 amp Steve Nordeen
41 pHI1-3 HB101 amp Moses Chao
42 pH3 HB101 amp John Darby
43 pCHTK HB101 amp M. Wigler
44 pC-fos(human)-1 HB101 amp T.Curran
45 pC-fos(rat)-1 HB101 amp T.Curran
46 pNB-1 HB101 amp M.Schwab




NAME HOST Str | ANTIBIOTIC SOURCE
47 see 85 HB101 amp
48 PRBA-1 HB101 amp L.Kedes
49 PSVC-mycl{mouse) HB101 amp Land et al. Nature 304:596
50 pUC9-42A HB101 amp Piotr Masiakowski
51 pUC9-42C HB101 amp Piotr Masiakowski
52 pE3-1 HB101 amp S.Meakin
53 pE3-2 HB101 amp S.Meakin
54 pE3-3 HB101 amp S.Meakin
55 pE3-4 HB101 amp S.Meakin
56 pEl-11 HB101 amp S.Meakin
57 pEl-10 HB101 amp S.Meakin
58 pE1-9 HB101 amp S.Meakin
59 pEl-8 HB101 amp S.Meakin
60 pEl-7 HB10! amp S.Meakin
61 pEl-6 HB101 amp S.Meakin
62 pEl-5 HB101 amp S.Meakin
63 pEl-4 HB101 amp S.Meakin
64 pEL-3 HB101 amp S.Meakin
65 pE1-2 HB101 amp S.Meakin
66 pEl-1 HB101 amp S.Meakin
67 pB51 HB101 amp M.Chao
68 pEF1 HB101 amp M.Chao
69 PDGF HB101 amp A.Ulrich
70 pCNGFR(in pCDL1) p75 HB101 amp M.Radeke
71 PCDLI1-NGF HB101 amp
72 pEIB(-) HB101 amp S.Meakin
73 pE1B(+H) HB101 amp S.Meakin
74 p2G(-) EB HB10! amp S.Meakin
75 M106/p3 (p3 plasmid containing amber mutated HB101 amp tet B.Seed
amp and tet resist. elements—requires a Sup F
containing plasmid to conler amp, tet)
76 MolL2 HB101 amp Ken-Ichi Aral
77 MolL2R HB101 amp Ken-Ichi Arai
78 Hull2 HB101 amp Ken-Ichi Arai
79 HulLL2R HB101 amp Ken-Ichi Arai
80 pE2SB HB101 amp S.Meakin
81 pE3XB HB101 amp S.Meakin
82 CDMS HB101 amp&tet (inM106/p3) Brian Seed
83 pl9-MolL2R HB101 amp S.Meakin
84 pCH3 HB101 amp M.Radeke
85 pOD32 HB101 tet P.Coffno
86 pG43-1.2C3 HB101 amp P.Skene
37 pMmH4-Hpa HB101 amp
88 PCDL-SRa296 HB101 amp DNAX
89 pN1.8 HB101 amp D.Baltimore
90 pC4 HB101 amp Felice Tirone
91 pBJ5 HB10] amp DNAX
92 pCAL-8Mp HB101 amp Ueli Suter




NAME HOST Str | ANTIBIOTIC SOURCE
94 p5-1(IL2R exolll clones #94-#122) |HBI101 amp S.Meakin
95 ps-2 HB101 amp S.Meakin
96 pS-3 HB101 amp S.Meakin
97 p5-4 HB101 amp S.Meakin
98 p5-5 HB101 amp S.Meakin
99 p5-6 HB101 amp S.Meakin
100 | pS-7 HB101 amp S.Meakin
101 | pS-8 HB101 amp S.Meakin
102 | p5-9 HB101 amp S.Meakin
103 |p5-10 HB101 amp S.Meakin
104 | p5-12 HB101 amp S.Meakin
105 | p5-13 HB101 amp S.Meakin
106 |pS-14 HB101 amp S.Meakin
107 | pS-15 HB101 amp S.Meakin
108 |psS-17 HB101 amp S.Meakin
109 | p5-19 HB101 amp S.Meakin
110 | p5-21 HB101 amp S.Meakin
111 | p5-22 HB101 amp S.Meakin
112 | pb-1 HB101 amp S.Meakin
113 | p6-2 HB101 amp S.Meakin
114 | p6-7 HB101 amp S.Meakin
115 |p6-8 HB101 amp S.Meakin
116 | p6-9 HB101 amp S.Meakin
117 |p6-14 HB101 amp S.Meakin
118 | pb-17 HB101 amp S.Meakin
119 |p6-18 HB101 amp S Meakin
120 | p6-21 HB101 amp S.Meakin
121 | p6-23 HB101 amp S.Meakin
122 | pb-24 HB101 amp S.Meakin
123 | pILNGFR 1(-) HB101 amp S.Meakin
124 | pILNGFR 7(-) HB101 amp S.Meakin
125 |pCAL-NGFR HB101 amp S.Meakin
126 | pILNGFR 1(+) HB101 amp S.Meakin
127 | pILNGFR 7(+) HB101 amp S.Meakin
128 | pILNGFR 14(+) HB10! amp S.Meakin
129 | PNRSB HB101 amp S.Meakin
130 | PRSVneo HB101 amp Gorman& Howard
131 | pSP651BI5 HB101 amp Danieclsen et al DNA 7:261 '88
132 | pMT-2 HB101 amp R Kaufinan MCB 9:946 '89
133 | pMT-ILN 1(+) clone I-3 HB101 amp S.Meakin
134 | pMT-ILN 7(+) clone 7-3 HB10] amp S.Meakin
135 | pMT-ILN 14(+) clone 14-2 HB101 amp S.Meakin
136 | pBJ-ILN 1(+) HB101 amp S.Meakin
137 |pBI-ILN 7(+)  clone 7-6 HB101 amp S.Meakin
138 | pBJ-ILN 14(+) clone 14-1 HB101 amp S.Meakin
139 | pMT-ILN 1(-)  clone I-3 HB101 amp S.Meakin
140 | pMT-ILN 7(-)  clone 7-7 HB101 amp S.Meakin




NAME HOST Str | ANTIBIOTIC SOURCE
141 | pMT-ILN 14(-) clone 14-0 HB101 amp S.Meakin
142 | pMT-NGFR(+) clone MTN-1{rat) HB101 amp S.Meakin

p75
143 | pMT-NGFR(-) clone MTN-2(rat) HB101 amp S.Meakin
144 | pMT-IL2R(+) clone MTIR-1 (mouse) | HB101 amp S.Meakin
145 | pMT-IL2R(-) clone MTI1R-6(mouse) | HB101 amp S.Meakin
146 | pCD-NGFR(+) clone #4 M106/p3 Sup F- amp & tet (7.5) | S Meakin
147 | pCD-NGFR(-) clone #5 M106/p3 Sup F in M106/p3 S.Meakin
158 | PTKI clone 14-1 HB101 amp S.Meakin
159 |PTK2 clone 54-4 HB101 amp S.Meakin
160 | PTK3 clone 7-1 HB101 amp S.Meakin
161 | PTK4 clone 7-3 HB101 amp S.Meakin
162 | PTKS clone 7-4 HB101 amp S.Meakin
163 | PTK6 clone 8B-1 rat Neu HB101 amp S.Meakin
164 |PTK7 clone 8B-2 rat FIK HB101 amp S.Meakin
165 |PTK8 clone 8B-3 HB101 amp S.Meakin
166 |PTK9 clone 2-9 elk HB101 amp S.Meakin
167 |PTKI10 clone 6-6 HB101 amp S.Meakin
168 |PTKI1I clone 12-1 HB101 amp S.Meakin
170 | PTKI12 clone 14-7 HB101 amp S.Meakin
171 |PTKI13 clone 14-9 HB101 amp S.Meakin
172 | PTKI14 clone 14-10 HB101 amp S.Meakin
173 | PTK15 clone 2-13 HB101 amp S.Meakin
174 |PTKI16 clone 2-16 HB101 amp S.Meakin
175 | PTK17 clone 54-8 HB101 amp S.Meakin
176 | PTKI18 clone 6-14 HB101 amp S.Meakin
177 | PTK19 clone 7-10 HB101 amp S.Meakin
178 | PTK20 clone 7-11 HB101 amp S.Meakin
179 1PTK21 clone 7-13 HB101 amp S.Meakin
180 | PTK22 clone 8-2 HB101 anip S.Meakin
181 | PTK23 clone 11-7 HB101 amp S.Meakin
182 |PTK24 clone 8-3 HB101 amp S.Meakin
183 | PTK25 clone 8-6 HB101 amp S.Meakin
184 |PTK26 clone 12-6 HB101 amp S.Meakin
185 | pSP72 HB101 amp Pharmacia
186 | pSP72-TRK 5-2 HB101 amp S.Meakin
187 | TRK 5-7 " HB10! amp (in pSP72) S.Meakin
188 |TRK3-9 PCRofoligo 12 & 13 HB101 Amp (in pSP72) S.Meakin
189 | TRK 3-12 " HB101 Amp (in pSP72) S.Meakin
191 |PC12 TRK clones 12-1(+) HB101 Sup F (in CDM8) S.Meakin
192 " 14-1(+) HB101 Sup F (in CDMB8) S.Meakin
193 ! 17-2(-) TRK(-) |HB101 Sup F (in CDMB8) S.Meakin
194 | pCDI17-2(+) HB10!1 Sup F {in CDM$) S.Meakin
195 | pCD14-1(-) HB101 Sup F (in CDM8) S.Meakin
196 | SP-TRKG (in Xba 1 site) HB101 Amp (in pSP72) S.Meakin

TrkA

full length
197 | SP-TRK7 (in Xba | site) HB101 Amp (in pSP72) S.Meakin




NAME HOST Str | ANTIBIOTIC SOURCE
198 |CD-TRK(+) clone T-6 HB101 Sup F (in CDM8) S.Meakin
199 | CD-NGFRG(+) (in Xho 1 site) HB101 Sup F (in CDMS8) S.Meakin
200 |CD-NGFRG(-) ( " ) HB101 Sup F (in CDM8) S.Meakin
201 | TRK clone 6-1 HB101 Sup F (in CDM$) S.Meakin
202 | TRK clone 11-1 HB101 Sup F (in CDM8) S.Meakin
203 | TRK clone 11-2 HB101 Sup F (in CDM$) S.Meakin
204 | TRK clone 17-2(+) HB101 Sup F (in CDM8) S.Meakin
205 | TRK clone 22-1 HB101 Sup F (in CDM8) S.Meakin
206 |pJFEl4 HB101 amp P.Barker
207 |PCMX HB101 amp Regeneron
208 | p139 (in Xba 1 site) HB101 Amp (in pCMX) P.Barker
209 | pl46 (in Xba 1 site) HB101 amp P .Barker
210 | pBJ-NGF HB10i Amp (in BJ5) C.Drinkwater/ Suter/ Barker
211 | pCMX-TRK A(+) (in Xho site) HB101 amp (in pCMX) S.Meakin
212 | pCMX-TRK A(-) (in Xho site) HB101 amp (in pCMX) S.Meakin
213 | pPCMX-TRK A(+) Nde 1 HB101 amp (in pCMX) S.Meakin
214 | pMEX HB101 amp Brian Stanton
215 | pGEX-4T2 HB101 amp Pharmacia
216 | pMEXneo HB101 amp, kan/G418 D.M. Zanca
217 | pCMX-TRK A(+) S1 clone 4 HB101 amp S. Meakin
218 | pMEX-TRK A(-) clone 4 HB101
219 |pMEX-TRK A(+)  clone 5 HB10]
220 | pSP72-TRK A, Bgl 1l clone 5 HB101 amp S.Meakin
221 | HBI0O] Gibco BRL
222 | pSP72-TRK A,Bgl 11, clone S2-1 HB101 amp J. Ping Yang
223 | pCMX-TRK A T2 clone Not 3 HB101 amp S.Meakin
224 | pSP72-TRK A TI clone Stu 3 HB101 amp S.Meakin
225 | pCMX-TRK A S2(+) clone 9 HB101 anip J. Ping Yang
226 | pCMX-TRK A S2(-) clone 7 HB101 amp J. Ping Yang
227 | pMEXNEO-TRK A(+) clone 6 HB101 amp/G418 S.Meakin
228 | pCMX-HA-TRK A T2(+) clone 6 |HBI101 amp S.Meakin
229 | pCMX-HA-TRK A S2(+) clone 1 |HB101 amp S.Meakin
230 |pCMX-HA-TRK A Si(+) clone I |HBIOI amp S.Meakin
231 | pCMX-XBA clone 17 HB101 amp S.Meakin
232 | pCMX-HA-TRK A T2(+) clone 3 HB101 amp S.Meakin
233 | pCMXHA-TRK ATI clone 4 HB101 amp S.Meakin
234 |PCMX-NGF clone 2 HB101 amp S.Meakin
735 | PCMX-HA-TRK A S3(+) clone 4 HB101 amp S.Meakin
236 | PMEX-HA TRK A(+) clone 7 HB101 amp S.Meakin
237 |PCMXTRKB HB101 amp P. Barker
238 | pBJ-BDNF HB101 amp P. Barker
239 | pTK hygro HB101 amp/hygromycin C. Strathdee
740 | PCMX TRKA A231-368 clone 40-3 HB10I amp H. Schneider
741 | PCMX TRKA A201-368 clone 40-52 HB101 amp H. Schneider
742 | PCMX TRKA A 263-368 clone 30-3 | 1B 101 amp H. Schneider
743 | PCMX TRKA A322-368 clone 30-5 {HBIO1 amp H. Schngider
744 | PCMX TRKA A 363-368 clone 5-4 HB101 amp H. Schneider




NAME HOST Str | ANTIBIOTIC SOURCE
245 |PCMX TRKA Exo clone 20-7 A328-368 { HB101 amp H. Schneider
246 | PCMX-HA-TRK A S5(+) clone 3 HB101 amp H. Schneider
247 | pGBTI HB101 amp S. Fields
248 |PGAD424 HB101 amp S. Fields
246 | PCMX-HA-TRK A S4(+) clone 2¢ | HB101 amp A. Ho
250 | pSP72-TRK A S7-4 * PCR mistake HB101 amp H. Schneider
251 |PCMX HA-TRK A(+) Rat HB101 amp S. Meakin
252 {PCMX TRK A Nag | HB101 amp S. Meakin
253 | pSP72-TRK A $6-3 * PCR mistake HB101 amp H. Schneider
254 | pCMX TRK A A 35-58 (60-F) HBI101 amp J. MacDonald
255 |pCMX TRK A A 35-76 HB101 amp J. MacDonald
256 |pCMX TRK A A 35-102 (45-D) HBI101 amp J. MacDonald
257 | pCMX TRK A A 35-107 (40-8) HB101 amp J. MacDonald
258 |pCMXTRK A A35-114 (20-4) HB101 amp J. MacDonald
259 |pCMX TRK A A 35-139 (60-8) HB101 amp J. MacDonald
260 | pCMX TRK A A 35-150 (60-7) HB101 amp J. MacDonald
261 |pCMX TRK A A 35-174 (60-1) HB101 amp J. MacDonald
262 | pCMX TRK A A 35-290 HB101 amp J. MacDonald
(FN mutant) clone 1
263 |pCMXHA-TRK A S7  clone 7 HB101 amp H. Schneider
264 |pCMX HA-TRK A S8  clone 4 HB101 amp H. Schneider
265 |pCMX HA-TRK A $8/89 clone I HB101 amp H. Schneider
266 |pCMX HA-TRK A S6 clone4 |HBI101 amp H. Schneider
267 | pCMXTRK A A372-390 clone [HB101 amp S. Meakin
H1
268 |[pCMX MYC-TRK A S1  clone S HB101 amp S. Meakin
269 | pCMXMYC-TRK A clone 5 |HBI0OI amp S. Meakin
270 |pcDNA TRK C clone 1 |HBI10I1 amp S.Meakin/Amgen
271 |pB6l rel est HB101 amp Amgen
272 | pMEX TRK A S8/89(-)  clone 12 HBI101 amp S. Meakin
273 (HBI10I Gibeo
274 |HBI10Il Gibco
275 | pAS-1 HB10!1 amp C. Brand!
276 | pACTI HB101 amp C. Brandl
277 |pACTII HB101 amp C. Brandl
278 |pMEX HATRK A Exo il clone 25-1 {HBIO1 amp H.Schneider
279 | pMEX HATRK A Exo lll clone 25-5 HB101 amp H.Schneider
280 |pMEX HATRK A S8/S HB101 amp H.Schneider
Exo I1I clone 20-4
281 |pADB HB10] amp C.Strathdee
282 |pTKB HB101 amp C.Strathdee
283 | pCMVBgal HB101 amp C.Strathdee
284 | pMEX HATRK A Exo lil clone 30-4 HB101 amp H.Schneider
285
286
287 | pAS-1 SHC full NOTE:re-transformed HB101 amp Jane McGlade
2.1.98 by CIK
288 | pAS-1 SHC PTB (SheA) HB101 amp Jane McGlade




NAME HOST Str | ANTIBIOTIC SOURCE
289 |pG SHC B15 pGem3-human SHC HB101 amp Jane McGlade
290 | p448 IRS clone HB10! amp Thomas Gustafson
291 | p390 IRS clone HB101 amp Thomas Gustafson
202 1pAS-1lerk S clone 3 HB101 amp H.Schneider
293 |pCMXMYCTRK A 83 clone4 HB101 amp H.Schneider
294 | pGAD424-TRK A clone4 |HBIOI amp H.Schneider
295 |pCMX 57 TRK A clone 1 HB101 amp J. MacDonald
296 | pGAD-IR-IRS-1 clone H HB101 amp E. Gryz
297 |pGAD TRK A S1 clone ] HB101 amp H. Schneider
298 | pGAD TRK A 53 clone 1 HB101 amp H. Schneider
299 |pGAD TRK A S8 clone1 |HBIO! amp S. Meakin
300 |pAS-1 TRKA clone 8 |HBI0I amp H. Schneider/S.M.
301 {pGAD TRK A S1/83 clone 3 HB101 amp H. Schneider
302 | pGEX-4T2/ TRKA 25-1 clone1l (HBIO1 amp E.Gryz
303
304 | Rat chromograninA Pst 1 insert HB101 amp Munoz
305 | pGAD-IRS-1 clone J HB101 amp E.Gryz
306 | pGBTI-IR-IRS-1 clone 5 HB101 amp E.Gryz
307 [pGBT9-IRS-1 clone 8 HB101 amp E.Gryz
308 | pBPXp57TRK A(+) clone |HBI101 amp J MacDonald

2
309 [pCMX-HA TRK A S10 _clone 17 HB101 amp H.Schneider
310 | pGEX4T2/TRKA 25-1  clone G HB101 amp E.Gryz/H.S.
311 | pAS-1/IR-IRS-1 clone 1 HB101 amp E.Gryz
312 | pBPX-TRK A S8 clone 2 HB101 amp S.Meakin
313 | pGAD TRK A S1/S8 clone 1 HB101 amp H.Schneider
314 | pDBH (Dopamine f-hydroxylase) HB101 amp Richard Palmiter
315 | pSK{+) HB101 amp Stratagene(C.S.)
316 | pSK(-) HB101 amp Stratagene
317 |pSKTRK A (1) clone A |HBI01 amp S.Meakin
318 | pSKTRK A (-) clone 4 |HB10I amp S. Meakin
319 | pGAPDH HB101 tet J. Pickering
320 | pKS(+) HB101 amp Stratagene-M.Lebat
321 | pKS(-) HB101 amp Stratagene-M.Lebat
322 [pCMX-HA TRK A S1/88 clone | HB101 amp H.Schneider
323 | pGUS 299 HB101 amp T.Gustafson
324 | pGUS 306 HB101 amp T.Gustafson
325 |pGUS 318 HB101 amp T.Gustafson
326 | pGUS 392 HB101 amp T.Gustafson
327 | p15yMAG-Fc chimera HB10] amp M. Tropak
328 | pUChy?1.1 HB101 amp M.Tropak
329 |pUChy?1.2 HB101 amp M. Tropak
330 | pCMX-HA TRK A S15 clone3 |HBIOI amp E.Gryz
331 | pCMX-HA TRK AS16  clone 3 |HBIOI amp E.Gryz
332 | pIDM(NGF1A) HB10! amp Jeff Milbrandt
333 | pJDM(NGF1B) HB 101 amp Jeff Milbrandt
334 | pBS Tal tubulin promoter HOB101 amp Freda Millar




NAME HOST Str | ANTIBIOTIC SOURCE
335 |pCMX TRK A S18 clone | |HB101 amp H. Schneider
336 |pSPRTRK A S17 clone1 |HBIOI amp H. Schneider
337 |pSKHATRK A Slla clone 5#4 |HB10} amp H. Schneider
338 | pGST SHC 1-209 amp Jane McGlade
339 | pGST SHC/SH2 amp Jane McGlade
340 | pECE-y??7Xho clone 2 HB101 amp S Meakin
341 |pSK TRK A S12p clone d4p |HBIOI amp E.Gryz
342 |pSKTRK A S12 clone 36 {HBI10] amp E.Gryz
343 | pSK TRK A S13a clone 3a  |HB101 amp E.Gryz
344 |p CMX TRK A 819 clone 2 |HB101 amp E.Cryz
345 |pGADTRK A Slla clone 7 |HB101 amp H.Schneider
346
347 |pCMXHA TRK A S17 clone 1 HB101 amp H.Schneider
348 | pClone73 (Peripherin) HB101 amp Ed Ziff
349 |pCMXHA TRK A S18 clone 1 HB3101 amp H.Schneider
350 |py?X-HATRK A lower clone 1(+) [HB101 amp H.S./S Meakin
351 |pCMXHA TRK A S12 clone 1 |HBI10I1 amp E.Gryz
352 | pCMXHA TRK A S12p clone 2 |HB10] amp E.Gryz
353 |pCMXHA TRK A S13a clone2 |[HBIOI amp E.Gryz
354 | pCMXHA TRK A S19 clone2 |HBI1OI amp E.Gryz
355 |pTK HATRK A clone 7 HB101 anip H.Schneider
356 | pCMXHA TRK A Sib clone 2 HB101 amp H.Schneider
357 |pBPXHA TRK A Sl15 clone3 |[HBIOI amp E.Gryz
358 | pCMXHA TRK A S13b clone 7 |HBI10O1 amp E.Gryz
359 |pGST-PTPIC HB101 amp K.Siminovitch
360 | pUHD 15-1 tet vector system HB101 amp Bujard ZMBH
361 |pUHD 15-1 neo HB101 amp Bujard ZMBH
362 |pUHD 151-1 HB101 amp Bujard ZMBH
363 jpUHG 17-1 HB101 amp Bujard ZMBH
364 |pUHD 172-1neo HB101 amp Bujard ZMBH
365 |pUHC 13-3 HB10] amp Bujard ZMBH
366 |pUHG 16-3 HB101 amp Bujard ZMBH
367 |pUHD 10-3 HB101 amp Bujard ZMBH
368 |pUHC 13-6 HB101 amp Bujard ZMBH
369 | pUCN-CAD(N-Cadherin in pUC18) |HB10! amp M. Takeichi
370 | pRSV-N-CAM HB101 amp Ted Lo
371 | PC12-BR7(phosphatase) Bluescript HB101 amp Paul Lombroso
372 |pCMXHA TRK A S10T1 clone 1 |HBIOI amp H.Schueider
373 | pUHD 10-3 MYC TRK A clone 2 |HBI0I amp H.Schneider
374 | pSP72Bglll TRK A Xho 411 clone 1 |HBI101 amp H.Schneider
375 |pCMXHA TRK A Xho 411 clone2 |HB101 amp H.Schneider
376 | pUHD 10-3 p75 clone 3 {HBI101 amp H.Schneider
377 | pCMXHA TRK A 39 clone 21 |HB101 amp E.Gryz
378 |pCMXHA TRK A 51 1b clone 2 |HBI10] amp H.Schneider
379 | pGEX 4T2/TRK A clone 2 |HBI101 anp E.Gryz
380 |pBPX HATRK A 59 clone 4 |HBI10OI amp E.Gryz
381 |py?X TRK A Xho 41 1(-) clone A |HBI10I amp H.Schneider




NAME HOST Str | ANTIBIOTIC SOURCE
382 |pGAD TRK A Sl11b clone3 |HBIOI amp H.Schneider
383 |pAS-1TRK A Silb clone5 |HBI10] amp H.Schneider
384 | pCHI26AZ clone2 |HBIOI amp Frank Lee
385 |pGEX4T2 TRK A S15 clone3 |HBI101 amp E.Gryz
386 |pGEX4T2 TRK A S15 clone 5 [HBI0] amp E.Giyz
387 | BL21(lambda DE3 strain) HB101 amp Ted Lo
388 | pSK TRK S13(glu,glu) clone 10 |HB101 amp E.Gryz
389 | pv?X TRK Xho 411(+) clone CD5 HB101 amp H.Schneider
390 |pCMX HATRK A LRM I HB101 amp J.MacDonald
391 | pBPXHA TRK A 8! clone 2 |HB10] amp H.Schneider
392 | pChll0 HB101 amp Pharmacia
393 | pCMX HA TRK A -Bgl [ HB101 amp J MacDonald
394 |[pCMX TRK A S15(QQ) HB101 amp E.Gryz
395 |pBTM 116 HB101 amp J.Verdi/S.Fields
396 | pBPE HB101 amp J MacDonald
397
308 pGM2 163 HR101 chloramphenicol resistant NEB
399 | pChl26A2 HB101 amp Frank Lee
400 | pCMXHA TRK A S13(el.gl) clonel6 |HB101 amp E.Gryz
401 |[pCMXHA TRK A 813 (gleb clonel3 | HBIOI amp E.Gryz
402 | pBSK TRK A-Nco ] HB101 amp J.MacDonald
403 | pBPE-NCad HB10! amp J MacDonald
404 §pCMX TRK C (rat) HB101 amp Phil Barker
405
406 | pUHD 10-3 TRK A 813(gl.gh) clone 3 | HB 101 amp E.Gryz
407 |pUHD 10-3 TRK A 813b _ clone 5 HB101 anp E.Gryz
408 |pUHD 10-3 TRK A S13a clone 16 HB101 amp E.Gryz
409 | pATG lac Z(Sal)2 HB 101 amp Qiurong Liu
410 |[pCDNAS3 trtk A human HB101 amp,neo U.Saragovi
411 | pKS Bluescript-RN-gATA-4 DIIS o amp 1. Skerjanc
412 | pBluescript I SK"NBx 2.5 DHS5 o amp [. Skerjanc
413 | pGK-MEF2C-(E15) DHS5 o amp I. Skerjanc
414 | pEMC IIS-MyoD (probe) DH5 « amp I. Skerjanc
415
416 |pCMXHATRK A Sl13c-de(asp,asp) HB101 amp E.Gryz
417 |pBPXHA TRK A S13 clone 1 HB 101 amp E.Gryz
418 |pBPXHA TRK A S13a clone 8 HB101 amp E.Gryz
419 | pGL3 control(for luciferase assay) HB101 amp Promega
420 |pUHDI10-3 HA TRK A S13¢ clone 2 | HB101 amp E.Gryz
421 | pBPXHA TRK A Sl3c clone 6 |HBI0I amp E.Gryz
422 | pBPXHA TRK A S13b clone8 |HBI10I amp E.Gryz
423 | pAS-1 TRK A Si clone4 |HBI101 amp E.Gryz
424 | pBK/SK HB101 kanamyein C.Strathdee
425 |[pSP72HA TRK A S17a  clone 6 |HBI0I amp H.Schneider
426 | pSP72 HA TRK A S3a clone 8 (HBIOIL amp H.Schneider
427 |pCMX TRK B 83 clone 14 |HB101 amp G.Z.
428 |pCMXHA TRK A S13p57 clone 3 HB101 amp H.Schneider




NAME HOST Str | ANTIBIOTIC SOURCE
429 |pCMXHA TRK A LRM 1 HB101 amp J.MacDonald
430 pCMXTRK B 83 clone 14 |HBI01 amp G.7Z.
431 |pCMXHA TRK A S17a clone 1 HB101 amp H.Schneider
432 |pCDNA 3 clone 1 HB101 amp C.Strathdee
433 |pCMXHA TRK A S3a  clone21 |HBIOI amp H.Schneider
434 | pBPXho Baculovirus vector HB101 amp J MacDonald
435 | pBPXLRMITRK A HBI101 amp I MacDonald
436 |[pBPXLRMII TRK A HB101 amp J.MacDonald
437 |pBPXLRM IITRK A HB101 amp J MacDonald
438 | pGexEG2 clone A |BL2] amp E.Gryz
439 | pJG4-5 Grip2 (SH2) HBI101 amp Gustafson
440 | pAcid SYP (SH2) HB101 amp Gustafson
441 | pJG4-5 p85 acid blob HB101 amp Gustafson
442 | pCMXHA TRK AS13d  clone 2 HB101 amp E.Gryz
443 | pCMXHA TRK AS13e  clone 3 HB101 amp E.Gryz
444 | pCMXHA TRK AS13f  clone 1 HBI101 amp E.Gryz
445 |pCMXHA TRK AS13g  clonel HB101 amp E.Gryz
446 |PLCX (-) MT-2 HB101 amp McGlade
447 | pUHD 10-3HA TRK AS13d cloned HB101 amp E.Gryz
448 | pUHD 10-3HA TRK A S13eclone2 HB101 amp E.Gryz
449 | pUHD 10-3HA TRK A S13{ clone2 HB101 amp E.Gryz
450 | pGex TRK A (from stock #302) BL21 amp E.Gryz
451 | pGex SHC/PTB (from #338) BL2! amp McGlade
452 | pGex SHC/SH2 (from #339) BL2] amp McGlade
453 | pBPX HA TRK AS13d clone 3 HB101 antp I:.Gryz
454 | pBPX HA TRK AS13e clone 2 HB101 anip E.Gryz
455 |pBPX HA TRK ASI13f clone 4 HB101 anp L.Gryz
456 | pBPX HA TRK AS13g clone 2 HB101 amp E.Gryz
457 {pUHD 10-3HA TRK AS13g cloneC HB101 ) I5.Gryz
458 |pGEX4T2EGL B BL2] e E.Gryz
459 | pUHD 10-3HA S1HA TRK A clone 1 | HB10] Sl I1.Schneider
460 | pSP72 TRK B (1.3kb) clone 2 HB101 any G.7.
461 | pSP72 TRK. B (3.0kb, (-)) clone 2 HB101 any G.Z.
462 | pSP72 TRK B (3.0kb?, (+))clone 6 |HB101 any G.7.
463 | PBRX-HA-TrkA HB101 Arp James
464 {pCMX HA TRK A Sid clone 1 HB101 SERD H.Schneider
465 |DHIOB
466 | pCol.luc.3 HB101 (o
467 |pAS-1 TRK A S3 clone 1 DI0B ) 1:.Gryz
468 | pSP72 HA TRK B clone 2 HB101 1M G.Z.
469 | pSP72 HA TRK B clone 4 HB101 ) G.7.
470 | pGex 4T2 BI1.21 0 I5.Gryz
471 1 pBS-SK(-) TRK C(Kil4) Rat B 101 L) P Tsoulfas
472 | pBS-SK(-) TRK C(Ki25) Rat HB3101 B 1. I'soulfas
473 | pCMXHA ttk B (rat) clone 1 HB101 R G7
474 | pBR322 3101 ~nkan Gibco
475 | pAS EGI clone a 13101 0 1:.Gryz




NAME HOST Str | ANTIBIOTIC SOURCE

476 | pAS EGl1 clone b HB101 D L.Gryz

477 | pRK172-p13 suc-1 BL21(DE3) |wip D.Litchfield
478 | pCMX HA trk B 83 clone | HB101 ST GZ

479 |pCMXHAtkBS3  clone?2 HB101 anp GZ

480 |pSP72HAtkB(-)  clonel HB101 RSP GZ

481 |pCDMS8 EGI clone 13-1 | M106/p3 ool fampltet S.Meakin
482 |pCDM8 EGI clone 13-3 | M106/p3 sunl/ampl/tet S.Meakin
483 |pCDMS EGI clone 13-4 | M106/p3 st /ampftet S.Meakin
434 | pCDMS EG1 clone 2-1 M106/p3 s l7/amp/tet S.Meakin
485 | pCDMSE EGI clone 3-1 M106/p3 | = I/ampfiet S.Meakin
486 | pGEX 5X-3 HB101 R Pharmacia
487 [pCMXHA ttkB  ShcF-Y S8 HIB3101 ap 7

488 |[pCMX HA ttk B Xho HB101 n GZ

489 |pAS-1 BNTRK A(LRM) clone3 |HBIOI Con .Schneider
490 | pSP72 HA TRK B(+) clone 4 HI3101 SR G7.

491 |pEGFP NI HB 101 i Clontech(C.S.)
492 | pEGFP C1 HB101 ki Clontech{C.S.)
493 |pSP72HA TRK B 59 clone | HB 101 S (i7.

494 | pCMXHA TRK A(2EcoR1, 1 Xho 1) HB101 R GZ

495 TpBPX HA y?7TRK A II HI3 101 s I MacDonald
496 | pGEX TRK 128 HBI191 R J.MacDonald
497 | pCDMS EG1 clone 7-1b,a M1 (5/p3 RN S.Meakin
498 | pCDMBS EG1 clone 7-1b,b M1 /p3 s K S.Meakin
499 | pCMXHA TRK B 59 HB 1 P 7

500 |pGEX TRK 47 HB! I w J.MacDonald
501 pEGFPN] HA TRK A XP clone3 HI3 701 k ! I,_Schneider
502 |pCMXHA TRK B S839 clone5 |[HB!OI S Gl

503 | pAS-1pl3sucl HI3 0] 2 ' \eakin
504 |pAS-1 HA TRK A LRM HI il ) J.MacDonald
505 | pGEX-IN JNTTY (o 1 Litchfield
506 |pGEX-2T HI E 1. Litchfield
507 | pGEX-3X Dl Co 1. Litchfield
508 | py?X HA TRK A LRM(-) HI3 i Do 5. Meakin
509 | pCMX-cyelin D2(R1-Xho) clone3 Hi ) G

510 | pCMXHA TRK A X411(2R,1X) HB 1 ) (i

511 [ pBTMI116.p13 suc 1. HP i1 3 i Tanto

512 |pUHDI10-3 HA TRK A (-) clone | Hl: il | l.Giryz

513 | pEGFPNIHA TRK A 60-7 clone 1 HI. . il : 1. Schneider
514 |pGEX-IN tk 5 QTR ¢ ..MacDonald
515 | pGEX-IN trk 59 HY i ¢ F.MacDonald
516 |pAD-D2/R1/RI clone 3 Hiool (oo i

517 |pCMX HA TRK AB  clone 4 Howo R i/

518 |pCMX HA TRK BA clone 5 | SEE S 0

519 | pGEX-IN Bl o ..~ "cDonald
520 |pGEX INttk 5 B! ) . "cDonald
521 |pGEX IN trk 59 B , . NMacDonald

522 |pBTMI116 LRM HA TRK A Hio ol Co ..MacDonald




NAME ¢ T Str TIBIOTIC SOURCE
523 |py?LRM HA TRK (+) _ clone 32 Hi il o H.Schneider
524 |pUHD 10-3 cyclin D2 clone 12 Fbs ul o) GZ
525 |pGEX IN trk 86 Bl ¢ J.MacDonald
526 | pUHD 10-3 HA TRKA(+)clone 2 HI7 111 R E.Cryz
527 1pCMX HA TRK A S235 clone 14 HI 0l ) H.Schneider
528 | pGEX-4T1 trk 47 BL. ! S J.MacDonald
529 | pGEX-4T1 trk52 Bl ! Co J.MacDonald
530 | pGEX human Grb2 SH3 (N) Bl do M. Anafi/T. Pawson
1- 58 a.a. ) )
531 | pGEX human Grb2 SH3 (C) B S M. Anafi
159-217 a.a.
532 | pGEX mouse Grb2 full length B! P M. Anafi
2-217 a.a. )
533 | pGEX SH2 domain (PLCQSH?) Bi S M. Anafi
534 | pGEX mouse SOS tail BL. Do M. Anafi
535 | pcDNA3-HA Grb2 J15m! C M.Anafi
536 | pGEX-4T1 trk 68 Bi. S J.MacDonald
537 | pGEX-4T1 ttk 76 B ) J.MacDonald
538 | pGEX-4TI1 trk 110 JER i J . MacDonald
539 | pGEX-4T2 trk 23 Lo SO J.MacDonald
540 |pGEX-4T2 trk 17 BL" ) J.MacDonald
541 | pGEX-4T2 trk 105 131 B I.MacDonald
542 |pHYB LEX ZEO TRK i ol wcin J.MacDonald
543 | pcDNA3 HACrk 1T L el R M. Anafi
544 | pCMX-CYCLIN D2(R1/R1) + bl IR GZ
545 | pCMX-CYCLIN D2(R1/R1) - [N B GZ.
547 |pWWP.LUC R « . ramphen. 13.Vogelstein
548 | pGEX4T2(back up) '] o 12.Gryz
549 | pGEXSHC-PTB(back up) -- ShcA PL S I.McGlade
550 | pGEX EGI(back up) v t E.Gryz
551 | pBPX yHA LRM TRK A(-) clonc 4 BN g H.Schneider
552 | pBPX yHA LRM TRK A(-) clone27 RN . I.Schneider
553 | pS3/T1198 A ) K. luppi
554 | plO7(1-4E) el ) K. luppi
555 | pGEM3Z-mo MYC antisense | , K. Tuppi
556 | pGEMA4Zp21-9C ) T Iirhardt/Pitman
557 | p3’SS 30l N tirhardt/Pitman
558 | pOPRSVICAT(p21) S B0l m Airhardt/Pitman
559 |pBPX HA TRK A S17 clone 5 S n oo 3.Napier
560 | pBABE-hygro ol o Morgensternverdi
561 |pBABE-hygro I o Morgenstern(Verdi)
562 |pBABE-bleo S ) Vorgenstern(Verdiy
563 | pBABE-puro o T Vorgenstern(Verdi
564 | pLXSHD ol ) viorgenstern(Verdi)
565 |pLHDCX [ o Viorgenstern(Verdi)
566 |pBPXHA TRK A Sllb_clone 5 ol ©omn “3.Napier
567 |pGEX5X-3  clone 73 3101 R I.MacDonald




NAME ST Str I'IBIOTIC SOURCE
568 | pCMX-p21 (+) (R1/R1) iy " Ve
569 | pCMX-p21 (-) (R1/R1) |1l ) (7
570 | pUMDI10-3-p21 H 1ol ) (i
571 | pPBABE-hygro-p21 H 1l I i
572 [ pRSV-cyclin D] (mouse) Bl o ... Sheir
573 | pSRamSV pl19tk CD8 ol Lop ¢! Sherr
574 |{pBPX HA 83 I 150 | omp lames
575 |tk 18-3 pGEX-IN -2l Co vacs
576 |tk 118-2 pGEX-IN '] RR _raes
577 |tk 78(A) pGEX-IN o2 R es
578 |tk 4 pGEX-IN E \ ) nes
579 |tk 16 pGEX-IN B ) Caes
580 |trk 124 pGEX-4T] Pl ) i s
581 |tk 107 pGEX-4T1 sl ! S
582 |k 38 pGEX2T P2 1N .. Manto
583 | trk 100 pGEX-4T1 2] ) . Manto
584 |cyclin D2 pGEX-5X-3 ro ) tacDonald
585 | trkd3 pGEX-4TI Lo i lacDonald
586 |tk 111 pGEX-4T1 Co ) anto
587 | trk 136 pGEX-4T1 o ) vianto
588 | trk 33 pGEX-4TI oo ) .. Manto
589 |tk 32 pGEX-4TI TR ) " fanto
590 jtuk 72 pGEX-4T! Co 2 Jlanto
591 | trk 105 pGEX-1IN co2 ) “lanto
592 | phyblexA Zeo o1l :in Togen
593 |pBPX HA S8 A o s
594 | pCMX-pl9 (+) BERIS | o
595 | pCMX-pl9 (-) el
596 |pUHDI10-3-pl9 (+) I ) B
597 |pUHDI10-3-p19 (-) Polul . i/
598 | pCMX-cyclinD1 (+)/R1 clone 5 11 ) '
599 | pCMX-cyelinD1 (-)/R1 clone 8 it 1ol )
600 |pBSSK EG-1 tolel i 'S
601 |pBSSK EG-2 Thoted ) '8
602 | pGEX-abl il [ S. crguson
603 | pGEX-crk N-SH3 Polcel 1 S. Ferguson
604 | pGEX-crk full length S | ) S. Ferguson
606 | pUHDI10-3-D1 (+) i 101 o
607 | pBABE-hygro-D2 (+) ol ) (
608 | pBABE-hygro-D2 (-) Cobd )
609 | pBSSK- TRK Jux el ) “eakin
610 | pAS-1- FRS2 (mutant) el ) . cakin
611 | pGEX-Grb2 SH3(N) 1-38 a.a. 32 a T. Pawson

(backup) (human) -
612 | pGEX-Grb2 SH3 (C) 159-217 a.a. 32 T Pawson

(backup) (human)




NAME TCST Str TIBIOTIC * YURCE

613 | pGEX-Grb2 SH2 (backup) (human) | bl ! B I Pawson

614 | pGEX-Gib2 full 2-217 a.a. (backup) |131.%] ) 1. lawson
{mouse) o

615 |pGEX-HA- FRS2 (mutant) 131.21 I S. Meakin

616 | pAS-2.1 HItto1 p S. Meakin

617 |pAS-2.1- FRS2 (1.5 kD) (Nco-Sal) Hi 1ol TRE S. Meakin
(mutant) ) -

618 | pcDNA3-HA- FRS2 (1.5 kb) SIERAE 5. Meakin

(Nhe-Sal/Xho) (mutant)

619 | pGST-Rb-(terminus) a.a. 792-928 | 1311 ) 1 Harlow MCB 142:2077-2086

620 | pCMV-pl6 101 B b Harlow

621 |pcdk4-dN Ol S 1°d Harlow Science, 262:
) 2030-2054 1993

623 | plexhybzeo-LRM 1ol ~in lames

624 | pGAD-trk17 A1 1ol to \erdi/James

625 | pGEX4T1-trk128 RIS ] lrnes

626 | pcDNA-trk86 3 Jamnes

627 |pAS-2.1-LRM ol ) I nes

628 | SCS 110 (dam-,dem-) ¢ hdee / Stratagene

629 | pGAD10-GRB2 (mouse) RE | ) (i<

630 | pGAD424-pl3 blel I

631 | pBPX-HA-TRKB el o

632 | pCMX-HA-TRKC (rat}) bl ‘ ¢ Meakin

633 |pCR2.1-SOMI (new mutant) IR J Verdi

634 | pGADukS-1 b . diaes

635 | pGADtrk86-11 e . ! es

636 | pGEX-trk128 S : laes

637 | pcDNAtrk47 I : Soes

638 | pcDNAtrk52 RN o J.oes

639 | pAS-2.1-TRKA L] 1. vleakin

640 | pAS-2.1- FRS2 (PTB) I , N

641 | pBPX-HA-TRKC (rat) ol <

642 | pAS-2.1-SHC (full) |

- ) -
. ——sequenced—this one is actually

643 | pCR2.1- FRS2

i

i

(

{ llen g th and has stop codon (SL)
(N

|

644 | pBPX-HA-TRKC (#5) AR <
645 | pGST-PTPIC S '+ Siminoviteh
646 | pGAD424-SHCA (full) R N

647 | pGEXA4T1-SHC (full) ¥ . ol
648 | pGEX4T2-1rk70 ! l .S
649 | pGEX4T2- FRS2 » o N
650 | pGEX4T2- FRS2 (PTB) L LR

651 | pAS-1- FRS2 L ol
652 | pAS-2.1- FRS2 S - RS
653 | pGEX-4T1-trk63 3 _ Yooes
655 | PGV16-RasGrf ] ! LOWY
656 | pGEX-5X3-peripherin | s

657 | pGEX-RBD Ras Binding Domain Ll . Howay




NAME 1O Str IBIOTIC |  URCE
658 | pGEX2T-PLCyl (N+C) (SH2) N “son
659 |pGEX2T-Syp NC SH2 Dl 50N
660 |pBABE-IRES Ap-puro NERRE ‘erdi
661 | pGEX2T-Syp NC SH2 B3 : 2501
662 | pGEX2T-PLCyl (N+C) (SH2) 131 ° 50N
663 | (GST-abl (SH3) : i Fiore
664 | GST-yes (SH3) - | Fiore
665 | GST-nckl (SH3) L i IFiore
666 | pAS. 1-S9 (TrkA) T =
667 | pBABE-AP-puro-p21 (-} C1 1
668 | pBABE-AP-puro-p21 (+) C2 'l L L _
669 | GST-GAP (SH3) DI ‘ SOn
670 | GST-p85 (SH3) N S
671 | GST-V-SRC (SH3) ING) o
672 | myc-GRF-pBABE-puro JIBY | ‘kson
073:1782-1787
673 | pCRScript- FRS2 (carboxy term) N
674 | pBABE-IRES-AP-puro-D1 (+) Dl
675 | pcDNA3.1-myc-His- FRS2 (pure) SEE| missing last 5 aa
676 | pMIAORI (Pgal) el . crdi
677 | pGFP-N2- FRS2 !l ! <equenced — missing last 5 aa
678 | pGAD424-HA- FRS2 o
679 | pGAD424-peripherin Bl
680 | DH5a
681 | pGAD424-peripherin e
682 | pASI1-S8 (TRKA) P
683 | pLEN-FGFR 2] 1
684 | pEGFP-N1-numbl 1
685 | pEGFP-NI-numb3 Rl
686 | pBACPAKS-GST(4T12) ).
687 | pCRScript- FRS2-5'Race (human) D
688 | pCRScript- FRS2-3'Race (human) BN
689 |PTR N 3
690 | pCRET-1 ] i
691 | pMCRET ) gl
692 | pcDNA3-HA-FRS2 (HA on 5" end) | !
694 | pBPX-HA-TRKA S8/59 {  gold .
695 | pRe-cSRC (human) ?vSRC D | auson/D. Fujita
696 | pCRScript Pl T iene
697 | pAS2.1- FRS2 (c-terminus) D
698 | pGEX4TI- FRS2 (c-terminus) Deo
699 B
700 B
701 | pEGFP-N2- FRS2 (full length) o ~Change last 5 aa
702 | pEGFP-N1- FRS2 (PTB) (Bamsite) | 2t > 7
703 | pIRES-EGFP- FRS2 Yoo missing last 5 aa
704 | pBACPAKSB-GST(4T2)-trk5 >} W




NAME e rSae . CIBIOTIC i LCE
705 | pBACPAKS-GST(412)-trk86 DL e S ( M
706 | pPBACPAKS-GST(4T2)-trk52 DE o .
707 | pCRScript- FRS2 Interactor #5 DI f
708 | pSE380-trkA T1 (3’ Nco-Xba fragment) | DI v {
709 | pBACPAKS- FRS2-myc DHS5¢ -
710 | pPBACPAKS-GST(4T2)- FRS2 RN ap
711 | pAS2.1-trkA T1 ST I
712 | GST-crk SH3 (N) DE 2/M. Gold
713 | GST-crk SH2 ). I /M. Gold
714 | pCR2.1-FRS3 (human) DL (
715 | pUHD- FRS2 -EGFP DI u ¢ onissing last 5 aa
716 | pUHD- FRS2 (PTB)-EGFP DI ,
717 | pUHD- FRS2-myc e
718 | pGEX4T!1-FRS3 (human) W :
719 | pBS Tal- FRS2 il I
720 | pBS Tal-NECDIN Dro :
721 | pBS Tol-MAGY y [
722 | pINTRON2-NECDIN o [
723 | pCR2.1-trk105-5 Race (rat) oo (
The next ones are Gina’s yeast serees ¢ - es for 'y bait
725 | pACT2-mouse3 Human chr7 cosmid | i
726 | pACT2-mouse5 Ribosomal protein B |
727 | pACT2-mousel0 Novel iver
728 | pACT2-mousel?2 Ribosomal protein | .11~ 1
729 | pACT2-mousel4 Ribosomal protein | 1" -1
730 | pACT2-mouse22 GADIO g
731 | pACT2-mouse28 'l ' |
732 | pACT2-HFB3 Alu Repeats s ( ;
733 | pACT2-HFB6 Soares mRNA PR
734 | pACT2-HFB10 GADIO e
735 | pACT2-HFB12 Soares Transcr. !
Factor ) L
736 | pACT2-Mam32 o
737 | pACT2-Mam36 ATP Synthase 1
738 | pACT2-Mam60 R -
739 | pACT2-Mam65 Col I ;
740 | pACT2-Mam67 Z1ip 7 T I ;
741 | pACT2-Mam75 Hum. RNA helicase 2 ) ;
P68
742 | pACT2-Mam80 P1-3 Kinase T
743 | pACT2-Mam81 ATP Synthase I
744 | pACT2-Mam86 SH3-Domain ‘ 1
interact. prot. o
745 | pACT2-Mam87 Nebulin : 1 -
746 | pACT2-Mam95 Kox3 Zincfinger il ;
protein B
747 | pACT2-Mam97 3101 > [




RCE

NAME » L Str . IBIOTIC
748 | pACT2-Mam98Zingfinger protein ool
ZFp6
749 | pACT2-Mam103 GT4-2 Homolog rod
750 | pACT2-Maml16 N-Rap 0l
751 | pACT2-Maml19 Chr 16 Zincfinger | 1" .01
prot.
752 | pACT2-Maml22 113101
753 | pACT2-Mam130 ol
754 | pACT2-Mam133 L B
755 | pACT2-Mam140 Human Bac clone 'l
chr?
756 | pACT2-Mam150 Iy
757 | pACT2-Mam156 Novel ) :
758 | pACT2-Maml57 il )
759 | pACT2-Mam164 Human chr7 ool )
760 | pACT2-Mam170 Zincfinger protein | .~ 101
761 | pACT2-Mam171 ATy
762 | pACT2-Mam174 Lol }
763 | pACT2-Maml8§87 | 3|
764 | pACT2-Mam212 ST
Synapse - Assoc.protein o
765 |pACT2-Mam2i3 T \
766 | pACT2-Mam219 b
767 | pACT2-Mam224 Il
768 | pACT2-Mam249 CyclinGl interact. || M
prot.
769 | pACT2-Mam269 o
770 | pACT2-Mam?282 Dead box protein |1 !
p72 -
771 | pACT2-mousel -Nesca ! I )
we now resume with our regularly
scheduled clones -
772 | pEBG 1 _
773 | pEBG-RasGRF1 Lo ) |
774 | pGEX 2T -crkl (sce 94/85 pubs from lab) | } o !
775 | nestin-c ] - '
776 | nestin-H-tk g11 TKZ (flipped) | - .
777 | pBridge- FRS2 | L ,
778 | pINTRONZ2- FRS2 | ~
779 | pBS-trk 105 (full) L -
780 | pBS-MAGY (5’ UTR-400 bp) I - B
781 | pCR2.i-numb (PRR+) | ' B
782 | pBridge- FRS2-lexA-trkA ] o
783 | pCR2.1-numb (PRR-) | -
784 | pBS Tal-MAGY (new start site) I -
785 | pINTRON2-MAGY (new start site || _
786 | pINTRON2- FRS2-nestin-C ! -
787 | pINTRON2-MAGY-nestin-C ]

‘borg

:borg

P

aqroffen

li

li




NAME HOST Str | ANTIBIOTIC | SOURCE
788 pINTRON2-NECDIN-nestin—C DH5a amp CIK
789 | pGEX4T2-MAMBS0 (P13 kinase) DH5a amp CIK
790 | pCR2.1-trk105 3’ race (rat) DH5a. amp CJK
791 | pCR2.1- FRS2-Y" A mutant DHSa amp CIK
792 | pCR2.1- FRS2-Y°¥A mutant XL10-gold |amp CJK
793 | pCR2.1- FRS2-Y"°A mutant DHS50, amp CIK
794 | pCR2.1- FRS2-Y'"'A mutant DH5a amp CIK
795 | pCR2.1 _FRS2-Y*’A mutant XL10-gold |amp CJK
796 | pGEX4T2 DH5a. amp CIK
797 | pNSE-lacZ DH35o amp P. Danielson
798 | pCR2.1-FRS2-Y A mutant DH5a amp CIK
799 | pBS-NUMB (PRR+) DH5a. amp CIK
800 |pBS-NUMB (PRR-) DH5a. amp CJK
801 | pBS-trk105 5’ race (rat) DH5a. amp CIK
802 | pBPX-TIA-TrkA S8/S9/Y*”A 827 |XL10-gold |amp CIK
803 | pIRES-EGFP-FRS2-Y°"A XI1,10-gold |amp CIK
804 | pIRES-EGFP-FRS2-Y"°A XL10-gold |[amp CIK
205 | pIRES-EGFP-FRS2-Y'"A X1.10-gold |amp CIK
806 | cpPS-FLAG XL10-gold |amp M. Cole
807 | pBPX-HA-trkA-Y*”A XL10-gold |amp M
808 | pIRES-EGFP-FRS2-Y °A XL10-gold |amp CIK
809 pIRES-EGFP-FRSZ—YmA XL10-gold |amp CIK
810 | pIRES-EGFP-FRS2-Y*"A XL10-gold |amp CIK
811 |pBPX-HA-TrkA T1 XL10-gold |amp CIK
812 | pGEX4T2-Mam282 XL10-gold |amp M
813 | pGEX4T2-Mami56 XL10-gold |amp JM
814 |pGEX4T2-mousel XL10-gold |amp IM
815 | pEBG-trkd7 X1.10-gold {amp IM
816 | pEBG-trk86 XL10-gold |amp M
817 | pEBG-trk5 XL10-gold |amp JM
818 | pGEX-4T2 Mam157 XL10-gold |amp JM
819 | pGEX-4T2 Mam171 XL10-gold |amp M
820 | pEBG Peripherin XL10-gold |amp CIK
821 | pGEMT-Rat-5'SNT Raceif2 ¥XL10-gold |amp CIK
822 | pGEMT-Rat-5'SN'T Racei#3 XL10-gold |amp CIK
823 pGEMT-Mouse-S'FRSZ Race#2 XL10-gold |amp CJK (in situ probe)
824 | pGEMT-Mouse-5'FRS2 Racei#f3 XL10-gold |amp CIK
825 | p38LoxpNeo (¥rs2 KO vector 5*and 3' arns) DH10 amp Genome Systems
826 |pBELO-BAC-Soml #1850 DHI10 Chlorampen. Genome Systems
827 |pGEX4T1-MAGY XL 10-gold |amp N
828 | Lox-Neo (lox-lox) KL10-gold |amp Bryce Vissel (Salk)
829 | pEBG-ras GRF L**Q mutant XL10-gold |amp CIK
830 | pBSTol-NUMBI (++) XL.10-gold |amp CIK
831 |pBSTol-NUMB3 (+-) XL10-gold |amp CIK
832 |pGEX4T2 Mam122 XL10-gold |amp M
833 | pGEX4TI X1.10-gold |amp CIK - NOT PRESENTY?
834 | pGEX4T3 X1.10-gold |amp CIK




NAME HOST Str | ANTIBIOTIC | SOURCE
835 |pEBG Trk52 XL10-gold |amp JM
836 |pBAKPAKS XL10-gold |amp Invitrogen
837 | SCG10 (pan neuronal marker - linearize w XL.10-gold |amp JV/Andy Groves (Caltech)
BamH], transribe w SP6 for antisense)
838 | pGEX4T2-MAGY (5'Bam band) XL10-gold |amp CIK
839 | pZero-MAGY Ald XL10-gold |Zeocin CIK
840 | XL10-GOLD (competent cells-RKB) | XL 10-gold Chloramphen. Stratagene
841 | pAS2.1-TrkB(IC) RV Sal XL10-gold |amp CIK.
842 | pBSTal-Intron 2 Xbal XL10-gold |amp CIK
843 JRET.INS.AP XL 10-gold |amp D. Anderson, Caltech
844 |RET.TK.AP XL10-gold |amp D. Anderson,
Caltech
845 | pEBG-rasGRF cluster mutant (Bam/Not) | XL10-gold | amp CJK/P. Anborgh
246 | pBPX-HA-TrkA XL10-gold [amp M
38/S9/Y P A/YS DYV E (S30)
]47 p38LoxpNeo-MAGY lst arm Sac/RI XL10-gold |amp CIK
848 | pGEXT-human EGlper (3' RACE3-REV2) | XL10-gold {amp CJK
849 | p38Loxpeo-PITS Knockout XL10-gold |amp CIK
850 pBABE-IRES-AP-PURO-PITS (R [XL10-gold |amp CIK
851 | pGEX4T2 Mam65 ¥XL10-gold |amp M
852 | pGEXT-human EG1 5’ Race X1.10-gold | amp CJK
853 | TrkA KO (pJM4-3) XL10-gold |amp JV
854 | TrkA 3' probe (129-105) XL10-gold |amp JV
855 | TrkA 5' probe (pMM?2) XL10-gold |amp WV
856
857 |pEBG-3 XL10-gold |amp IM
858 | pX'Z-1 (lox-lox) XL10-gold |amp VM
859 | pX’Z-2(lox-lox) X1.10-gold | amp V/MJ
860 | pX'Z-3(lox-lox) XL10-gold |amp JV/MI
861 | plox-ex (lox-lox) XL10-gold | amp JV/MI
pX’Z-2-Sac1335 B-RI-RI-H (6848 bp)
862 | LoxP (cloned Into Bgl 1I/H) contains XL10-Gold |amp MJ (K.O.)
mFRS-2 exons 1-4
<<pFLOX-1>>
863 | pZero Sac 1335 (FRS-2 exons 1-4 X1,10-Gold | Zeocin Genome Systems
Sac 1 fragments)
864 | pCDNA-HA-SheB Y296A XL10-Gold |amp RKB
865 |pCDNA-HA-SheB Y296A & Y296A | XL10-Gold jamp RKB
866 | pCDNA-HA-SheB Y296A,Y296A, | XL10-Gold |amp RKB
Y372A
867 | pBS(SK)-Numbl (++;7 ) XL10-Gold |amp IV
full length ~ 2.8 kb
868 | pBS(SK)-Numb3 (-3 TBFREY X1.10-Gold |amp v
full length ~ 2.8 kb
860 | pBS(SK)-Numb12 (- ) X1.10-Gold |amp IV
full length ~ 2.8 kb
870 | pBS(SK)-Numb13 (T TBTRE X1.10-Gold |amp v
full length ~ 2.8 kb
1871 {pEB G-3Mousel XL10-gold |amp M
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013 | pCMX-HA THK TEYEF E X1.10-gold @_
914 | pCMX-HA Tk FEYTNTQ™Y X1.10-gold _
684
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HCM
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(933 | BSKS-floxNEO-R (R fragment) X1.10-gold

(934 pBSKS—FRsz—E1<1ox>E2-4 RKL10-gold M

pGEMT—EZ- XL10-gold
mouseSNT3‘UTR( polyA)
+

Tul-nestin~overex ress-Numb1 () X1,10-gold P
m Tcxl-nestin~overexpress-Numb3(+-) XL 10-gold ”

O
(S
wn

FLOX2

932 | RSKS-TloxNEO-L (RI Tragment) | XL10-gold @_

|

Il

538 | pAS?. Lorat TrkC IED) Sall m_m'
539 | peDNA3. 1 myc HIS A ﬂm_
7920 | pcDNAS.L myc LIS B m_
044 | pBSKSMIG A (R1 fragment 1900bp) @ Mina/Ferguson

_Em—rm TykC Hindl{1/Xba ﬂ@'

m GBKT7-trkB (kinase dead) X1.10-gold _
049 T

l

950 | pADTRACK-cmv-SNILY HIS | XL10-gold _g_
(951 | pADTRACK—cmV-SNTZ-myc s | XL10-gold _ CIK
952 |pCDNA3.L-m HISB-soml Y4364 Mm_ MJ Wrong

m yCDNA3.1-m cH1S-som} y471a

3

MJ Wrong

954 [pCONA-mousel (HA tagged) EEE-M M

E-SI~_

|



NAME

HOST Str

ANTIBIOTIC

| SOURCE

956

pCMX-HA-trkB (kinase dead)

XL-GOLD

amp

CIK

957

pEGFP-N1 DEL (no kozak or atg)

XL-GOLD

kan

CJK

958

959

pEGFP-N3 DEL (no kozak or atg)

XL-GOLD

kan

CJK

960

PEGFP-N3

XL-Gold

Kan

ferguson

961

pEGFP-C1-EG1

XL-GOLD

kan

CJIK

962

pEGFP-N(DEL Kozak)-FRS-2

XL-GOLD

kan

CIK

963

964

965

966

967

968

pTag FRS2-Flag (clone 1)

DHS5w

kan

KV

969

pIRES

DHS5a

amp

clontech

970

pTag-FRS3-FLAG

DH5a

kan

KV

971

pGEMT-EZ-FRS3- 3' UTR (mouse)

XL-GOLD

amp

CJK in vitro/insitu probes

972

pEBG-MAMI171 (full length)

XL-GOLD

amp

IM

973

974

pCMX-HA-trkC (kinase dead)

XL-GOLD

amp

CJK

975

976

PEGFP-C1-MAM171 (full length)

XL-GOLD

kan

CIK

977

978

pCDNA-mousel-mycHIS (NESCA)

XL-GOLD

amp

M

979

pEGFP-N1 DEL (no kozak or ATG)

XL-GOLD

kan

CIK

980

981

982

983

984

985

986

987

988

pECFP-NIDEL-HA-tikA

XL-GOLD

kan

CIK

989

990

991

992

993

pecDNA3.1-mycHISA-human FRS3

XL-GOLD

amp

CIK

994

993

996

997

998

999

1000

1001

pCDNA3. 1-mycllIS-hFRS2 (ptb)

XL10-gold

amp

KM

1002




NAME

HOST Str

ANTIBIOTIC

| SOURCE

1003

1004

1005

1006

1007

1008

1009

1010

1011

1012

pEGEFP-N3DEL-mousel (Nesca)

XL10-gold

kan

CIK

1013

1014

1015

1016

1017

1018

1019

1020

1021

1022

1023

1024

1025

1026

pGAD10-trkB-ca24
(Casp/RIPK 1-adapter)

HBI101

amp

WL

1027

pGADI10-trkB-cadb9 (Not 56-like)

HB101

amp

WL

1028

1029

pGAD10-trkB-cal09 (PI-BIP

Phosphatase)

HB101

amp

WL

1030

pACT2-trkB-brd5
{Mouse/Human EsST 130882)

HB101

amp

WL

1031

1032

1033

1034

1035

pACT2-trkB-M2 (p66 Shc)

HB101

amp

WL

1036

1037

1038

pACT2-trkB-M38/Tid1

HB101

amp

WL

1039

10440

1041

1042

pACT2-trkC-M38 (sck)

HI3101

amp

WL

1043

1044

1045

1046

1047




NAME HOST Str | ANTIBIOTIC | SOURCE
1048 | pACT2-trkC-M138 XL10-gold |amp WL
(Human BR2 cDNA)
1049
1050
1051 | pBPX-HA-trkA S21 XL10-gold |amp CIK
1052
1053 | pPCMX-HA-trkA ADE = S28 XL10-gold |amp M
1054 | pCMX-HA-trkA 89 ADE = 529 XL10-Gold |amp M
1055 | pCMX-HA-trkA S8/S9 ADE =830 | XL10-gold |amp 1N
1056 | pASI-mousel (Nesca) XL10-gold |amp JM
1057
1058 | pCR2.1-mousel/Nesca (SH3minus) | XL10-gold |amp/kan IM
1059
1060
1061
1062 i
1063 | pEGFP-C1-Nesca (SH3 minus) XL10-Gold |kan |
1064
1065
1066 )
1067 | pPEGFP-N3DEL-nesca XL10-gold |kan CIK
(2Y-A mutant)
1068 | pGEX4T2-hSNT2 (PTB domain) XL10-gold |amp CIK
1069 | pEBG-trkC-M38 (SheB fragment) XL10-gold |amp WL
1070 | pCDNA-HA-EG1 (deleted PEST) XL10-gold [amp "
1071 | pGEX4T2-nesca (SH3-) XLi10-gold |amp .
1072 | pTADV-EG]1-deleted PEST XL10-gold |amp/kan | IM
1073 | pTADV-MAMI71-EE (Taol, EE XL10-gold |amp/kan M
mutant)
1074 | pEGFP-N3DEL-human FRS3 XL10-gold |kan | CIK
1075 -
1076 |FRS-2KO!1 1-0 XL10-vold |amp e
1077
1078 !
1079 B ‘
1080 B .
1081 |nestin Xpress-LACZ XL10-gold |amp UK
1082 i
1083
1084 | pEBG3- trkBB-M34 (human EST) XIL10-gold |amp L
1085 | pEBG3-trkB-M38 (TidI -L™°~8™") | XL10-gold | amp L
1086 | pPEBG3- trkB-M53 (K1AA1091) XL O-peld | amp L
1087 | pEBG3- trkB-br45 (Mouse/Human EsST | X1, 0-gold | amp L
130882)
1088 | pEBG3- trkC-M94 (Kruppel, HKR3) NI 10-gold | amp L
1089 | pEBG3-trkC-M109 NI.iU-pold | amp L
1090 | pEBG3- M138 (Human BR2 ¢cDNA) NL10-gold |amp S L
1091 | pEBG3-trkC-M29 (TSC-22) NT.10-gold | amp P




NAME 1'O ST Ste | ANTIBIOTIC  OURCE
1092 | pCDNA3.1 (+)-HA-sck (ShcB) AL -goid |amp L
1094 | pRFP-N1DEL (no kozak or ATG) NEO-gold | kan 1K
1095 | pRFP-N2DEL (no kozak or ATG) ~NLi0-gold |kan K
1096 | pRFP-N3DEL (no kozak or ATG) AL )-gold | kan CK
1097 | pCDNA-HA-MAMI171 (Taol, EE NL 0-Gold [amp N
mutant) N
1107 | pEGFP-Nl1del-Nesca (SH3minus) |, . J-pc.d | kan g
1108 pIRES2-EGFP-FRSZ-H‘1YOI‘HS _ o -ge 1 ikan | IK——7" last aa has a silent mutation
1109 | pIRES2-EGFP-FRS3-mycHIS 2 Lov-goid [ kan K
1110 | pRFP-N3DEL-FRS2 snoeged | kan K
1111 | pCDNA-IRS1 (PH-PTB) ISR amp B
1113 |FGFR]1.1 oo J-gold [amp
1114 |trkC-cal7 (Unknown interactor) 1. J-gold [amp L
1115 | pEGB3-Mam212 (Synapse Associated ~God camp I
Protein) o L
1116 |KOl1.1 Nooobped Jamp H
1117 | KO2 S0 -eend Jamp K
1118 | pGEX4T2-nesca(SH3 minus) - amp I
1119 -
1120 | pcDNA3.1-mouse FGFR-1 J-go’l ramp K
1121 | pGEM-T-Easy-FRS2 (mychis) DI amp B = Duplicared 17 Site
Nhel/Sell ) |
1122 | pGEM-T-Easy- FRS2 (mychis) i aimnp B - Duplicated 77 Site
Nhel/Sell B L
1123 | pGEM-T-Easy-FRS2 (flag) D amp B - Duplicated 17 Site
Nhel/Sell }' o
1124 L
[125 | pEGFP-N2DEL-FRS2 (PTB -go I Tkan !
domain) o
1126 : oo |
1127 | pNESTIN-hFRS2-mycHIS-IRES-LACZ ;, = o amp(lac Z not in K stops at 5’ mychis
Irame)
1128 | pNESTIN-hFRS3-mycHIS-IRES-LACZ | | ' [amp (lac Z not in . stops at 5’mychis
~ [rame)
1129 o
1130 | DS Red pRIFP-NI1DEL-HA-trkA -oc L | kan K
1131 | pBIG2i -y amp K/Strathdee




NAME HOST Str | ANTIBIOTIC | SOURCE
1132 { pBIG2i-hFRS2-mycHIS XL10-gold |amp CJK
1133 | pBIG2i-hFRS2-RFP XL10-gold [amp CJIK
1134 | pBIG2i-hFRS3-mycHIS XI.10-gold |amp CIK
1135 | pBIG2i-hFRS3-EGFP XL10-gold |amp CJK
1136
1137
1138 | pBIG2i-Nesca-EGFP XL10-gold |amp CJK
1139 | pAS1-trkA (S8/YG679A/S9)=527 X1L.10-gold |amp IM
1140 | pASI-trkA (S8/Y679A/Y683D/Y684E) [ XL10-gold |amp M
1141 | pASI1-trkA (S%Y679A/ Y683D/Y6845)=529 | XL10-Gold |amp IM
1142 | pPGEMT-MAMI171 (human Taol) XL10-Gold | amp JM
1143 | pBIG2i-Nesca(SH3-)-EGFP XL 10-gold |amp CJIK
1144 | pBPX-GST-Nesca XL10-gold jamp
1145 | pPBPX-GST-Nesca (SH3minus) XL10 amp M
1146 | pBlueBac HISA XL10 amp Invitrogen
1147 | pBlueBac HISB XL10 amp Invitrogen
1148 | pBlueBac HISC X110 amp Invitrogen
1149 | pGAD-Nesca XL10 amp IM
1150 | pGAD-Nesca (SH3-) XL10 amp JM
1151 | pAS-2-trkA-S1 XL10 amp IM
1152 | pAS-2-trkA-S3 XL10 amp IM
1153 | pAS-2-trkA-S8 XL10 amp IM
1154 | pAS-2-trtkA-S9 XL10 amp IM
1155 | pAS-2-ttkA-S11 XL10 amp JM
1156 | pAS-2-ttkA-S19 XL10 amp M
1157 | pAS-2-trkA-Y679A/Y683D/Y684E (828) | XL10 amp M
1158 | pBackpack8 FRS3-mycHIS XL10 amp IM
1159 | pGADT7 XI1.10 amp Clontech
1160 | pGADT7-T XL10 amp Clontech
1161 | pBP-8-nesca-mycHIS XL10 amp M
1162 | pACTlI-nesca screen 1 X110 amp M
1163 | pACTH-nesca screen 11 (DRAL) XL10 amp IM
1164 | pACTII-nesca screen 15 (GRAP) XL10 amp M
1165 | pACTII-nesca screen 26 (STAT3) XL10 amp JM
1166 [ pACTII-nesca screen 31 (PP6) XL10 amp IM
1167 | pACTII-nesca screen 38 (RIL) XL10 amp IM
1168 | pACTII-nesca screen 43 (ACK) XL10 amp JM
1169 | pACTII-nesca screen 46 (NPCIP) XL10 amp IM
1170 XL10 amp
1171 | pGEX-SHC (full length) Bi21 RIL amp Chris/JM
1172 | pGEX-SHC (full length) BL.21 RP amp Chris/IM
1173 |pGEX-SHC (PTB) BL21 RP amp M
1174 | pGEX-SHC (PTB) BL21 RIL  |amp JM
1175 | pCDNA-M171 (Ri/Sacll) amp M
1176 | pEBG P68 amp
1177 XL10gold | chloramphenicol Stratagene
1178 | pCDNA-HA-N31 (PP6) XL10Gold |amp M




NAME, HOST Sir | ANTIBIOTIC | SOURCE

1179 | pCDNA-HA-N38 (RIL) XL10Gold {amp IM

1180 | pCDNA-HA-N43 (Ackl) XL10Gold | amp IM

1181 | pACTII-NUP214 (nescal) XL10Gold |amp M

1182 | pGEX4T2 PP6 (nesca3 1) BL21 RP amp JM

1183 | pGEX4T2 RIL (nesca 38) BL21 RP amp JM

1184 | pGEX4T2 ACK (nesca4d3) BL21 RP amp IM

1185 | pGEX4T2 PP6 (nesca3l) XL10Gold |amp IM

1186 | pGEX4T2 RIL (nesca 38) XL10Gold |amp JM

1187 | pGEX412 ACK (nesca 43) XL10Gold |[amp M

1188 | pAS2.1-trtkA S21 XL10Gold |amp CIK/SID

1189 |pAS2.1-FRS3 (PTB) XL10Gold |amp CIK/SID

1190 {pAS2.1-FRS3 (full length) XL10Gold [amp SJD remade 06/02 good!

1191 | pAD Track XL10Gold |kan L. Dagnino

1192 | pAD Track-CMV XL10Gold | kan L. Dagnino

1193 | pAD Easy-1 XL.10Gold jamp .. Dagnino

1194 | pIND TID1/Long DH3a amp K. Munger

1195 | pIND TID1/Short DH5a¢ amp K. Munger

1196 | pBP EG-1 XL10Gold |amp JM

1197 | pBP GST Peripherin XL10Gold |amp JM

1198 | pGEX4T2 NUP214 (nescal) X1.10Gold |amp JM

1199 | pLNCX2 XL10Gold |amp Clontech

1200 | pEBG3-trkB-ca43 (unknown) XL10Gold |amp HYL

1201 | pEBG3-trkB-ca69 (Not 56-like) XL10Gold |amp HYL

1202 | pEBG3-trkB-ca73 (Unknown) XL10Gold |amp HYL

1203 | pEBG3-trkB-ca81 (Unknown) XL10Gold |[amp HYL

1204 | pEBG3-trkB-cal09 (P1-BIp- XL10Gold | amp HYL
phosphatase)

1205 | pBridge #2 DHS5 « amp KV (clontech)

1206 | pIND/Pmel (-) XL10Gold |amp HYL

1207 | pGEXK6-Pinl DH5a amp SJID

1208 | pEBG3-trkB-ca24 (Casp/RIPK1 adapter) | DH5q. amp HYL

1209 | pEBG3-trkB-cal23 (Unknown) DH50, amp HYL

1210

1211 | PGADT7 - TRK — KD XL 10Gold

1212 | pEBG DRAL (nesca 11) XL10Gold |amp M

1213 | pEBG PPO (nesca 31) XL10Gold |amp IM

1214 | pEBG RIL (nesca 38) XL10Gold |[amp IM

1215 | pEBG ACK (nesca 43) XL10Gold |amp M

1216 | pADEasy HA trk A #4 XL10Gold |kan EG

1217 | pADEasy HA S11b #6 XL10Gold |kan EG

1218 | pADEasy HA S13a #4 XL10Gold | kan EG

1219 | pADEasy HA S13b #1 XL10Gold | kan EG

1220 | pGEX2T-GST Suel (pl3) DE3-RP amp SJD

1221 | pLNCX2-mycHIS-nesca XL10Gold |amp IM

1222 | pLNCX2-nesca-R XL10Gold |amp JM

1223 | pEGB3-trkB-ca91 DH5a amp HYL
(937223 Unknown cDNA)

1224 | pLNCX2-EGFP-nesca XL10Gold |amp IM




NAME HOST Str | ANTIBIOTIC | SOURCE
1225 | pAS2.1 CKSI1 XL10Gold | amp IM
1226 | pAS2.1 CKS2 XL10Gold |amp JM
1227 | pRKS5-myc-hTID1y DH5a. amp Hui-Yu Liu
1228 | pRKS5-myc-hTIDIg DH5¢ amp Hui-Yu Liu
1229 | pAD Easy TrkA clone 5 (doesn't work) | XL10Gold |kan EG
1230 | pAD Easy S11b clone 6 XL10Gold |kan EG
1231 |pAD Easy S13aclone 4 XL10Gold |kan EG
1232 | pAD Easy S13b clonel XL10Gold |kan EG
1233 | pCDNA HA DRAL (nesca 11) XL10Gold |[amp JM
1234
1235 | pGADT7 CKS1 XL10Gold |amp JM
1236 | pGADT7 CKS2 XL10Gold |amp M
1237 | pACT II nesca 46 (NPIP) XL10Gold |amp IM
1238 | pGEMT trkA CAV(-) frag XL10Gold |amp IM
1239 | pcDNA HA NUP214 (nescal) XL10Gold |amp IM
1240 | pcDNA HA NPIP {nesca 46) XL10Gold |amp M
1241 | pcDNA HA GRAP] (nesca 15) XL10Gold |amp M
1242 | pcDNA mycHIS CKS1 XL10Gold | amp IM
1243 | pGEMT M171 EE Frag Xba-Sall James
1244 | pGEX-ENIGMA (LIM1,2,3) XL10Gold |amp Gordon Gill
1245 {pGEX-ENIGMA (LIM1,2,3) BL21-RP  famp Gordon Gill
1246 [ pGEMT Taol Xba/Sal EE frag XL10Gold | amp JM
1247 | pcDNA mycHIS CKS1 XL10Gold |amp M
1248 | pcDNA mycHIS CKS2 XL10Gold [amp M
1249 | pcDNA HA PP6 XL10Gold |amp IM
1250 | pEBG nesca 1 (NUP214) XL10Gold |amp IM
1251 | pEBG nesca 46 (NPIP) XL10Gold |amp JM
1252 | pEYFP-N1 DHS¢ amp CLONTECH
1253 | pRFP-NIDEL HA trkA S8 XL10Gold | kan CIK
1254 | pRFP- N1DEL HA trkA S17 XL10Goid |kan CIK
1255 | pGEMT-EZ-200bpfrag nestin coding | XL.10Gold |amp KMcD
1256 | pRFP-NIDEL-HA trkA S9 XL10Gold [kan CIK
1257 | pGEMT PP6 XL10Gold |amp JM
1258 | pGEMT trkA CAV(~) Neo/Kpn frag | XL.10Gold |amp IM
1259 | pBKS PP6 XL10Gold |amp IM
1260 | pGEX4T2 GRAP (nesca 15) BL21 RP amp IM
1261 | pGEX4T2 NPIP (nesca 46) BL21 RP amp IM
1262 | pEGFP SH3 (nesca) XL10Gold | kan IM
1263 | pCMX HA trkA CAV(-) XL10 Gold |amp IM
1264 | pcDNA3.1-HA-T1kC-m138 DHS5a amp/neo HYL
{Br2 cDNA Human EST)
1265 | pEYFP-C1 D5 amp/neo Clontech
1266
1267
1268 | pRKS-myc-SheB[SH2(-)] DHSa. amp HY Liu
1269 | pGEX4T2 nesca 15 (GRAP) XL10Goid |amp M
1270 | pGEX 4T2 nesca 46 (NPIP) XL10Gold |amp IM




NAME HOST Str | ANTIBIOTIC | SOURCE
1271 | pBKS M171 HA XL10Gold |amp JM
1272 | pBKS HA M171 EE XL10Gold [amp JM
1273
1274 | pEGFP N1 nesca DEL1 XL10Gold |kan IM
1275 | pEGFP NI nesca DEL2 XL10 Gold |kan M
1276 |pAS2.1 rkA T1 XL10Gold [amp JM
1277 | pACTII nesca screen 50 (ART-4) XL10Gold |amp M
1278 | pcDNA HA nesca screen 50 (ART-4) | XLL10Gold |amp IM
1279 | pcDNA HA nesca screen 20 (STAT3) | XL10Gold |amp JM
1280 | pAD Track-human FRS3-Y*A (notags) | X1.10 Gold |kan SID
1281 | pAD Track-human FRS3-Y*®A (no tags) | XLL10 Gold | kan SID
1282 | PAdTrack FRS3-1A mutant DH5c amp KV
1283
1284
1285 | pGEX4T2 trkB-m38 (Tid1 part) DH5a amp HYL
1286 | pFLAG-CMV2-NPIP XL10Gold |amp Graham Goodwin
1287 | pcDNA mycHIS A nesca 50 (ART- | XL10Gold |amp IM

4)
1288 | pCMX trkA CAV(-) W AF'®A | XL10Gold |amp M
1289 | pRKS myc SH2-B X110 Gold |amp Ginty
1290 | pMT 35 CMV-cjun-HIS; ? amp D. Bowman
1291 | pMT 107 CMV-ubiquitin-HIS, ? amp D. Bowman
1292 | pMT 123 CMV-ubiquitin-HA ? amp D. Bowman
1293 | pGEX4T2-Sck (SheB) DHSa amp Hui-Yu Liu
1294 | pCMX trkA WA F27A X1.10Gold |amp M
1295 | pACT II Nesca 40 XL10Gold |amp JM
1296 | pAd Track Trk A-1 X1.10 Gold | kan EG
1297 | pAd Track Trk A-3 X110 Gold |kan EG
1298 | pAd Track Trk A-6 XL10 Gold |kan EG
1299 | pAd Track Trk A-8 XL10 Gold |kan EG
1300 | pAd Track Trk A-11 XL10 Gold |kan EG
1301 | pGEX 4T2 SH2B-1 BYOTRID Jamp EG
1302 | pGEX4T2 SH2B-7 1301 PR [amp EG
1303 | pGEX4T2 SH2B-7 BLOIRIL | amp EG
1304 | BJ5183 (cells for AV work) strp Dr. Dagnino
1305 | pEGFP HA nesca N 0gold |kan IM
1306 | pcDNA cdc42 T17N (DN) il amp R. Cerione
1307 | pcDNA cdc42 QO1L (CA) DH3e amp R. Cerione
1308 | pcDNA cdc42 DH e amp R. Cerione
1309 | pcDNA HA-ACK2 171709 amp R. Cevione
1310 i
1311 | pGEX4T2-hTid-1 P RIL |amp Hui-Yu Liu
1312 | pGBKT7 Ni.l0 gold |kan Clontech
1313 | pLNCX2-FRS2-EGFP (DEL kozak) | > 0 gold |amp SID sequenced —missing last

5 aa

1314 | pLNCX2-FRS3-EGFP (DEL kozak) |~ 10 gold |amp SJD
1315 { pEGFP nesca DELNLS > 10 gold |kan M




NAME P IST Str | ANTIBIOTIC | SOURCE
1316
1317
1318 1 pAS2.1 nesca DELI > 10 gold [amp M
1319 | pAS2.1 Nesca DEL2 > 0gold |amp IM
1320 | pGADT7 trkA Tl 2 10 gold |amp SJID
1321 | pXJ4-HA- ACK1 > 10 Gold jamp Ed Manser
1322 | pGEXIN SH3 (N) I 2] amp IM
1323 | pGEX FRS3-PTB 1 CIRIL. Jamp M
1324 | pGEX FRS3-PTB B 2IRP amp JM
1325 | pRKS EGFR [i 101 Mike Moran
1326 | pECL-v-src > 10Gold Mike Moran
1327 | pLNCX2-EGFP > Ogold {amp SJD
1328 | pMT3-Cat (RasGRF) > Ogold |amp colin (L.Feig)
1329 | pMT3-PH1-Cat (RasGRF) > 10gold |amp colin (L.Feig)
1330 | pMT3-PHI-CC-Cat (RasGRF) > 0gold |amp colin (I..Feig)
1331 | pMT3-PHI-CC-IQ-Cat (RasGRF) |» !0Quold |amp colin (L.Feig)
1332 | pGEX4T1 Filamin I RP amp JM
1333 | pGEX4T1 Filamin I 101 amp M
1334 | pGEX4T3 NPIP I DI RP amp M
1335 | pGEX4T3 NPIP I amp IM
1336 | pLNSX-EGFP S pold  Jamp SID
1337 | pSV42 S feold Jamp SID
1338 | pHM840 10l amp T. Stamminger
1339 | pHM829 oo amp Jane Rylett
1340 | pAdTrack TrkA-1 Lol kan EG
1341 | pAdTrack TrkA-3 ool kan EG
1342 | pAdTrack TrkA-5 ool kan EG
1343 | pAdTrack TrkA-7 H kan LG
1344 {pAdTrack TrkA-11 ' kan EG
1345 | Ap2 Retrovector ld | amp Jacques Galipeau
1346 | pcDNA FGFRI1(Xho frag) amp JM
1347 | pcDNA myc FGFR i Nl amp JM
1348 | pAdTrack trkC kinase dead bl kan CR
1349 | pAdTrack trkC-3 i kan CR
1350 | pAdTrack trkC-4 " kan CR
1351 | pAdEasy Trk A5-4 73 kan EG
1352 | pAdEasy Trk A5-5 ; kan LG
1353 | pAdEasy Trk AS5-6 kan EG
1354 | pAdEasy Trk A7-3 o kan G
1355 | pAdEasy Trk 7-4 33 kan EG
1356 | pAdEasy Trk A-18 3 kan LG
1357 [ pcDNA3.1-mycHIS-'A'-human FRS3 ‘ amp SID
YA/ A Grb2 sites mutant
1358 | pEBG R Ras GRI2 amp CJIR (P.Anborg)
1359 | pEFP R RasGRI2 ' kan CJIR (P.Anborg)
1360 | pMT3 RasGRF-GAP-PH amp CJR (L.Feig)
1361 | pGAD424-human FRS3 amp SID
1362 | pAdEasy TrkC 20 kan CR




NAME HOST Str | ANTIBIOTIC | SOURCE
1363 | pAdEasy TrkB (kinase dead) clone 11 | HB101 kan CR
1364 | pAdEasy TrkB (kinase dead) clone 18 | HB101 kan CR
1365 | pAdEasy TrkB clone 20 HBI101 kan CR
1366 | pAdEasy TrkB (kinase dead) clone 12 | HB101 kan CR
1367 | pAdEasy TrkB clone 17 HB101 kan CR
1368 | pHM829 nesca NLS short HB101 amp JM
1369
1370
1371 | peDNA3.1-mycHIS-human FRS3 -Y°?A  |HB101 amp SID
(Grb2'C)
1372 | pcDNA3, l-mycHIS-human FRS3 - HB101 amp SID
Y'PANTANEA e3A”
1373 | pHM829 nesca NLS long HB101 amp IM
1374 | Ngnl (neurogenin 1) new plasmid HB1061 amp D. Anderson
1376 | Ngn2 (neurogenin 2) HB101 amp D. Anderson
1377 | pGEMT Easy myc-FGEFR 5'frag PCR | HB101 amp JM
1378 | pGEMT Easy HA-EGFR 5'frag PCR | HB101 amp IM
1379 | pGEMT Easy hFRS3-Y''A/Y*”A  |HB101 amp SID
“2A1!
1380 | pcDNA3.1 mycHISA-hFRS3-Y'VA/Y™A |HB101 amp SID
iy A
1381 | pGAD424-human FRS3-PTB HB101 amp SJD
1382 | pGEX4T2-Sck-CHI BL21 RIL.  |amp Hui-Yu Liu
1383 | pGAD424-human FRS2-PTB HB101 amp SID
1384 | pEGFP N1 nesca DEL A HB101 kan M
1385 | pEGFP N1 nesca DEL B HB101 kan IM
1386 | pEGFP N1 nesca DEL C HBI101 kan IM
1387 | pEGFP N1 nesca DEL D HBI101 kan IM
1388 | Mo/FGFR 3-1 ¢Q HB101 amp D. Ornitz -need his
1389 | Mo/FGFR 3 iii ¢ myc HB101 amp D. Ornitz permission
1390 | pCS FGFR 3 iii ¢ myc¢ HB101 amp D. Ornitz to use
1391 |pCS FGFR 2 iii b myc HB101 amp D. Ornitz these
1392 | pcDNA mychisC-human FRS3-PTB | HB101 amp SID
1393
1394 | pcDNA 3.1 mychis FGFR1 HB101 amp M
1395 | LTR2HX FGFR4*contains a 3kb Bgal | HB101 amp Alitalo*recloned pcDNA glyc 1457
1396
1397 | pGEMT-EZ-human HB101 amp SJD
FRS3- Y'ZAIYTANYZAYA - “4A7
1398 | pcDNA3.1-FGFR4 *not in frame* HB101 amp subcloned from Dr. Alitalo’s FGFR4
*new gyc 1457
1399 | pcDNA3.1-myc HISA- human FRS3 amp SIiD
Y'ZAYANEAIY A (4AY
1400 | pcDNA3.1 FGFR 2 * fusion to HB101 amp subcloned from Ornitz 1391 - need
FRS3* permission
1401 | pGBKT7-p53 ? kan Clontech
1402 | pGADT7-SV40 large T antigen ? amp Clontech
1403 | pGEMT-FRS3 mouse ? amp JV
1404 \

\/?;P oK FRS 2 [aniore waenk)




NAME HOST Str | ANTIBIOTIC | SOURCE
1405 | pGEX-Crk SH2 BL21 amp L.Z.
1406 | pGEX-Crk full length BL21 amp LZ
1407 | pEGFP N1 nesca DEL 3-4 DH5a kan IM
1408 | Ap2-hFRS3-myc HB101 amp SJD
1409
1410 | pRK5-myc-Tidl DNA J Domain XL10 Gold |amp Hui-Yu Liu
1411 | pecDNA3.I-myc-HIS-B_p66ShcA (human) | XI1.10 Gold |amp HYL
1412 | Ap2-hFRS3-PTB (myc¢?) HB101 amp SID
1413 | Mo/FR1/IRES HB101 amp D. Ornitz
1414 | pEGFPN1 Nesca Del 1-2 HB101 kan JM
1415 | pEGFPN3 Nesca NES1 HB101 kan JM
1416 | pEGFPN3 Nesca NES2 HB101 kan IM
1418 | pEGFPN3 Nesca NES3 HBI101 kan IM
1419 | pGEX2T-C-Raf RBD HB101 amp Hermann
1420 | pGEX2T-RalGEF RBD HB101 amp "
1421 | pRKS-myc-mShcC pS5 (Sal-Not) DH5a amp Hui-Yu Liu
1422 | pRK5-myc-mShcC p55 (Sal-Bam) DH5a amp HYL
1423 | pGEX4T2-Sck full BL.21 RP amp HYI
1424 | pGEX4T2-Sck full BL21 RIL |amp HYL
1425 | pGEX4T2-Sck PTB BL21 RP amp HYL
1426 | pGEX4T12-Sck PTB BL21 RIL | amp HYL
1427 | pGEX4T1-Sck SH2 BL.21 RP amp Hui-Yu Liu
1428 | pGEX4T1-Sck SH2 BL21 RIL |amp HYL
1429 | pGEX4T2-Sck CH1 BL21 RP amp HYL
1430 | pGEMTeasy hSNT2 'SA' Y192A, Y287A, HBI1O1 amp SID
Y322A, Y417A, Y455A (‘5A° mutant)
1431 | pEGFP Nldel hTid1L (new 4/23/03) XL10 gold |kan Hui-Yu Liu
1432 | pEGFP N1 Nesca A118 HBI101 kan M
1433 | pEGFP N3 Nesca NES 205 HB101 kan M
1434 | pGEMT-EZ FRS2-2MG hSNT1 transgene XL10 gold amp KMcD
1435 | pGEMT-EZ FRS2-1X1 hSNTI transgene XL10 gold amp KMeD
1436 | pGEMT-EZ FRS2-21Y1 hSNTI transgene | XL,10 gold | amp KMcD
1437 | pGEMT murine Nesca Carb. term. XL10 gold |amp M
1438 | pGEMT murine Nesca NH4 term. XL10 gold |amp M
1439 | pcDNAmychis hSNT1 transgene XL10 gold |amp KMcD
FRS52-21Y1
1440 | pcDNAmychis hSNT! transgene FRS2-1X1 | XT,10 gold |amp KMeD
1441 | pAS2.1 p13 HA HB101 amp SID
1442 | pGEX PAK CRIB DH5? amp Bosco
1443 | pGEX PBD DHS? amp Bosco
1445 | pcDNAmychis hSNTT transgene FRS2- XL10 gold |amp KMcD
2MG
1446 | pGEMT murine Nesca full length HB101 amp M
1447 | pEGFP N3 KSRR HB101 amp IM
1448 | pET-3d HB101 amp IM
1449 | pGEMT easy RasGRF1 XL10 gold |amp K Manto
1450 | pDs-RED N1 NPIP HB10! kan IM
1451 | pSX-NF xB-Luc DH5a amp Dr, Greene, W.C., UCSF




NAME HOST Str | ANTIBIOTIC | SOURCE
1452 | pGAD T7 P75 ICD XL10 gold |amp CJK
1453 | pET-3d Nesca BL21 De3 |amp IM
RP
1454 | pET-3d-FRS2-PTB BL21 De3 |amp SID
RP
1455 | pET-3d-FRS3-PTB BL21 De3 |amp SJD
RP
1456 | pLXSH ¢-Cbl X110 gold | amp/hygro Dr, Bisson, U. Calgary
1457 | pcDNA3.1(¢c) - FGFR4 (no myc) XL10gold [amp KMcD
1458 | pEGFP-calmodulin XL10gold |kan (Andy) S. Ferguson
1459 | pMT-HA-ubiquitin XL10 gold |amp J. Wrana (S. Bonni)
1460 | pCMV5-BIF1 X110 gold |amp J. Wrana
1461 | pSUPER DH5a amp Dr. R. Agami (see note)
1462 | pVgRXR DH5a Zeo Invitrogen
1463 | pGEMT mouse NESCA 2 XL10 gold |amp IM
1464 | pGEMT mouse NESCA 3 XL10 gold |amp JM
1465 | pGEMT mouse NESCA 4 XL10 gold |amp IM
1466 | pebNA-myehis BRasgrft xHHogeld amp k-Mante- No Myc KR
1467 | pIND-HA-trtkA WT (Notl deleted) | DH5a amp Hui-Yu Liu
1468 | pSuper-anti-Tidl control XL.10 gold | amp Hui-Yu Liu
1469 | pYl16 DHS5 o amp C. Kappen
1470 | pY16 X110 gold |amp C. Kappen
1471
1472 | pcDNA- Gab-2 (HA tag)x! fused XL10-gold |amp GenFeng MTA signed
directly to the start codon do not distribute
1473 | pcDNA-HA-Gab-1 (3x HA tag) XIL.10-gold |amp GenFeng MTA signed-do
not distribute
1474 | PGEMTEZ-Rasgrf2 3' end BstX1- XL10-gold |amp K. Manto
Xhol PCR fragment
1475 | PLHCX DHS5 « amp/Hygro Hui-Yu Liu
1476 | pDS-Red ERK2 HB101 Kan Ferguson
1477 | pEGFP-Erk2 HB101 Amp Ferguson
1478 | p20 — Nestin (human) intronic region | XL10 Gold | Amp C. Kappen (do not distribute)
1479 | p20 — Nestin (human) intronic region | XI.10 Gold | Amp C. Kappen (do not distribute)
(back-up)
1480 | pCMV-Tag4A (FLAG cloning XL10 Gold |Kan Stratagene
vector)
1481 | pCMV-Tag4A (back-up) XL10 Gold |Kan Stratagene
1482 | pCMV-Tag4B (FLAG cloning XL10 Gold | Kan Stratagene
vector)
1483 | pCMV-Tag4B (back-up) X110 Gold | Kan Stratagene
1484 | pCMV-TagdC (FLAG cloning XL10 Gold |Kan Stratagene
vector)
1485 | pCMV-TagdC (back-up) XL10 Gold |Kan Stratagene
1486 | pCMVS5L-His6-HA-Erkl DHS-alpha | Amp Dr. M. Cobb (do not distribute)
1487 | pMCL-MKK1 (R4F) Ha-tagged DHS-alpha | Amp Dr. N. Ahn (do not distribute)
1488 | pGADT7-tzk ICD XL10 Gold | Amp A. Vilos
1489 | pET28a HB101 Kan Novagen




NAME HOST Str | ANTIBIOTIC | SOURCE
1490 | pCAGGS DH5-a Amp Jun-Ichi Miyayaki
(do not distribute)
1491 | phrGFP HB101 Amp Stratagene
1492 | AP2-hTidls-myc DHS5-alpha { Amp Hui-Yu Liu
1493 | pGemT-Run I (Nesca) XL10 Gold [Amp James
1494 | pGemT-Run Il (Nesca) XL10 Gold | Amp James
1495 | pET28a-Run I (Nesca) BL21 DE3 {Kan James
RIL
1496 | pET28a-Run II (Nesca) BL21 DE3 |Kan James
RIL
1497 | pcDNA-MycHis-FGFR4 (full) XL10 Gold | Amp Kathy McD.
1498 | pGex4T2-SheC-PTB (mouse) BL21 DE3 | Amp Hui-Yu Liu
RIL
1499 | pGemT-mouse Nesca- 3° UTR XL10 Gold {Amp Fahreen/James
1500 | pZeo-myc-Tid1S XL10 Gold {Zeo Chunhui LiVHYL
1501 | pGex4T2-Mek BL21 DE3 | Amp James
RIL
1502 | pGex4T2-Erk2 BL21 DE3 |Amp James
RIL
1503 [ pMT-HA-ubiquitin XL10 Gold | Amp A, Vilos (back-up)
1504 | pcDNA-hrGFP (ATG Deleted) HB101 Amp James
1505 | pcDNA-HA-EGFR XL10 Gold | XI.10 Gold James
1506 | BL21 DE3 RIL Codon Plus bacteria | BL21 DE3 | Chloramph. Stratagene
RIL
1507 | pCEP4L Control vector for MKK1 | DH5~o Amp Dr. N. Ahn (do not distribute)
R4F
1508 | pEGFP-C2-Rab5 DHS5-a Kan Steve Fergusson
1509 | pProExHTa DH5-o Amp Invitrogen
1510 | pCMX-TrkA-S11b (No tag) XL10 Gold { Amp L. Zhou
1511 | pPCMV5L-His6-HA-Erk2 (L”P,s"'D) | XL10 Gold | Amp Dr. N. Ahn (do not distribute)
1512 | pEYFP-Golgi X110 Gold |Kan Clontech
1513 | pEYFP-Endoplasmic reticulum XL10 Gold [ Kan Clontech
1514 | pEYFP-mitochondria XL10 Gold [Kan Clontech
1515 | pGex-Pak Amp N. Lamarche-Vane
1516 | pGex-WASP Amp N. Lamarche-Vane
1517 | pZeo-myc-Tid1L X110 Gold | Zeo Hui-Yu Liu
1518 | pZeo-anti-Tid] (control) XL10 Gold | Zeo Hui-Yu Liu
1519 | pEGFP-Golgi X110 Gold | Kan Hui-Yu Liu
1520 | pGex4T2-N part of Tid1L BL21 DE3 | Amp Hui-Yu Liu
RIL
1521 | pGex4T2-C part of Tid1L BL21 DE3 | Amp Hui-Yu Liu
RIL
1522 | pGex4T2-5Tyrs of C part of Tid1L | BL21 DE3 | Amp Hui-Yu Liu
RIL
1523 | pGex4T2-DNA J Domain of TidiL |BL21 DE3 | Amp Hui-Yu Liu
RIL
1524 | pCMV5-His6-Erk2 (L73P/S151D, XL10 Gold | Amp Natalie Ahn (do not distribute

Constitutively Active)

without permission})




NAME HOST Str | ANTIBIOTIC | SOURCE

1525 | pcDNAhrGFPAATG XL10 Gold | Amp J. MacDonald

1526 | pGemT-Easy-Rat Nesca-PC12 XL10 Gold { Amp J. MacDonald

1527 | pGemT-Easy- BMP2-2 (mouse) 200bp | DHS5-a Amp

1528 | pGemT-Easy- TrkC DHS5-q Amp K. Volkening
(200bp ECD fragment)

1529 | pGemT-Easy- FGFR1 DHS-a Amp K. Volkening
(200bp ECD fragment)

1530 | pGemT-Easy TGFBI XL10 Gold | Amp K. Volkening
(200bp fragment) .

1531 | pGemT-Easy Snail (200bp fragment) | XL10 Gold | Amp K. Volkening

1532 | pGemT-Easy Pax3 (200bp fragment) | XL10 Gold | Amp K. Volkening

1533 | pGemT-Easy BMP4 (200bp fragment) | X110 Gold | Amp K. Volkening

1534 {pAS2.1-TrkAS13 (YY*™ EE) XL10 Gold | Amp Hui-Yu Liu

1535 | pAS2.1-TrkAS13e (Y'E) XL10 Gold | Amp Hui-Yu Liu

1536 | pAS2.1-TrkAS13g (Y**E) XL10 Gold | Amp Hui-Yu Liu

1537 | pSilencer RNESCA 112 XL10 Gold | Amp J. M.

1538 | pSilencer RNESCA 412 XL10 Gold | Amp J.M.

1539 | pSilencer RNESCA 1027 XL10 Gold | Amp J. M.

1540 | P1- Arrestin XL10 Gold | Amp S. Ferguson

1541 | B2- Arrestin X110 Gold | Amp S. Ferguson

1542 | pReCMV-nSrc DH5« Amp L. Kalia

1543 | pc- SRC-iGFP DH5a¢, Kan L. Kalia

1544

1545 | pCS-CDF-CG-PRE (GFP only), XL10 Gold | Amp/Zeo Hui-Yu Liu
Lentivirus vector

1546 | pMDLg/p.RRE, lentivirus helper 1 XL10 Gold | Amp Hui-Yu Liu

1547 | pPRSV-Rev, lentivirus helper 2 XL10 Gold | Amp Hui-Yu Liu

1548 | pMD.G, lentivirus helper 3 XL10 Gold | Amp Hui-Yu Liu

1549 | pGemT-Easy-Bgal for riboprobes XL10 Gold | Amp K. Volkening

1550 | pGemT-Easy TrkA 200bp fragment | XL10 Gold | Amp K. Volkening

1551 | pGemT-Easy TrkB 200bp fragment | XL10 Gold | Amp K. Volkening

1552 | pGemT-Easy FRS3 int frag XL10 Gold | Amp K. Volkening

1553 | pGemT-Easy-MASHI for riboprobes | XL.10 Gold | Amp K. Volkening

1554 | pCMV-HA-hFRS2-flag XL10 Gold |Neo/Kan K. Manto —sequenced - 7" last aa has

a silent mutation — otherwise, full length
(except stop codon, obviously)

1555 | pXJ40-HA-ACKI1-K158R XL10 Gold [ Amp Dr. Ed Manser
{Kinase Dead)

1556 | pIRES2-EGFP X110 Gold |Kan Invitrogen

1557 | pSilencer3-1-H1-hygro XL10 Gold | Amp Ambion

1558 | pSilencer3-1-H]-hygro-aTidl new | XL10 Gold | Amp Hui-Yu Liu

1559 | pLentiLox 3.7 XL10 Gold | Amp Luk Van Parijs (MIT)
(Lenti-SiRNA-EGFP) MTA signed

1560 | pcDNA 3.1A FRS2 XL10 Gold | Amp Angelo
[ce-term) / (a.a.410->)

1561 | pcDNA3.TA FRS2M123 X110 Gold | Amp Angelo Not sure if correct
{1452,455,458-->A]

1562 | pGemT-Easy FRS2M123 XL10 Gold | Amp Angelo Not sure if correct

[T452,455,458-->A]




NAME HOST Str | ANTIBIOTIC | SOURCE
1563 | pLenti-hTid1L (no tag) XL10 Gold | Amp/Zeo Hui-Yu Liu
1564 | pLenti-anti-Tid1-EGEFP XL10 Gold | Amp/Zeo Hui-Yu Liu
1565 | Ap2 FRS2-myc XL10 Gold | Amp Kara Manto—sequenced —
missing last 5 aa
1566
1567 | pLenti-Tid1S (no tag) XL10 Gold | Amp/Zeo Hui-Yu Liu
1568 | pcDNA3-HA-RasGrfl-DN XL10 Gold | Amp L. Alberghina JBC
(W1056E) for Ras 274: 36656 (1999)
1569 | pcDNA3-HA-RasGrfl XL10 Gold | Amp L. Alberghine
1570 | pEGFP-Erk2 X110 Goid |Kan P. Stork
1571 | pCDNA3-CBR (C3G) DH5¢ Amp P, Stork
1572 | pGEMT-Easy-RasGrf1-PHI DH5a, Amp K. Robinson
1573 | pGEMT-Easy-RasGrfl-PH1-1Q DH5¢ Amp K. Robinson
1574 | pGST-Ran (G19V); XL10 Gold | Amp B. Paschal
Mimics GTP-bound form
1575 | pFLAG-CRT (Calreticulin) XL10 Gold | Amp B. Paschal JCB 152:
127-149 (2001)
1576 | pcDNA-CRM1 (WT) Myc-His XL10 Gold | Amp C. Dargemont Exp, Cell
Res. 252: 236-241 (1999)
1577 | pGEMT-Easy-Shh (200bp) DH5¢ Amp K. V.
1578 | pGEMT-Easy-Nhel-RasGrfl DH5a Amp K. R.
1579 | pRC-TAP DH5q Amp D. Litchfield
1580 | pRC-cKIP TAP DH5a. Amp D. Litchfield
1581 | pRC- TAP cKIP DH5a Amp D. Litchfield
1582 | pcDNA-mychisB-RasGrf1-PH1 DH5a Amp K. R.
1583 | pcDNA-mychisB-RasGrfl-PH1, CC, | DH5a. Amp K.R.
1Q
1584 | pADEasy cells (DH10B) DHI0B Amp
1585 | pGEM-T EasySNT2Exon2,3 (Clone |XL10 Gold | Amp Li Zhou
3)
1586 | pGEM-T EasySNT2Exon2,3 (Clone | XL10 Gold | Amp Li Zhou
9
1587 | pGEM-T EasySNT2 5’UTR (Clone |XL10 Gold | Amp Li Zhou
1))
1588 | pGEM-T EasySNT2 5’UTR (Clone | XL10 Gold | Amp Li Zhou
5)
1589 | pGEM-T EasySNT2Exon2,4 (Clone | XL10 Gold | Amp Li Zhou
2)
1590 | pGEM-T EasySNT2Exon2,4 (Clone | XL10 Gold | Amp Li Zhou
3)
1591 | pGEM-T EasySNT2Exon4,5-1 XL10 Gold | Amp Li Zhou
1592 | pGEM-T EasySNT2Exon4,5-2 XL10 Gold | Amp Li Zhou
1593 | pGEM-T EasySNT2Exon5 XL10 Gold | Amp Li Zhou
1594 | pAdEasySNT1 (Clone 6) BI5183 Amp Li Zhou missing last 5 aa
1595 | pAdEasySNT1 (Clone 9) BJ5183 Amp Li Zhou missing last 5 aa
1596 | pAdEasySNT1 (Clone 1) XL10 Gold | Amp Li Zhou missing last 5 aa
1597 | pAdEasySNT1 (Clone 2) X110 Gold | Amp Li Zhou missing last 5 aa




NAME HOST Str | ANTIBIOTIC | SOURCE
1598 | pAdEasySNT2 BJ5183 Amp Li Zhou
1599 | pAdEasySNT2 XL10 Gold | Amp Li Zhou
1600 | pcDNA3.1MycHisBSNT1Y436A XL10 Gold | Amp Li Zhou—sequenced—
(Clone 2) missing last 5 aa
1601 | pcDNA3.1MycHisBSNT1Y436A XL10 Gold | Amp Li Zhou
{Clone 3)
1602 | pcDNA3.1MycHisASNT1 4A XL10 Gold | Amp Li Zhou
(Clone 2)
1603 | pcDNA3.1MycHisASNT1 4A XL10 Gold | Amp Li Zhou
{Clone 6)
1604 | pcDNA3.1MycHisBSNT1Y471A XL10 Gold | Amp Li Zhou
1606 | pcDNA3.1MycHisBSNT1Y436, XL10 Gold | Amp Li Zhou
471A (Clone 2)
1607 | pcDNA3.1MycHisBSNT1 6A XL10 Gold | Amp Li Zhou
1608 | pAdTrack-CMV SNTIY436A XL10 Gold |Kan Li Zhou
1609 | pAdTrack-CMV SNT1Y471A XL10 Gold | Kan Li Zhou
1610 | pAdTrack-CMV SNT1Y436,471A | XL10 Gold |Kan Li Zhou
1611 | pAdTrack-CMV SNTI1 4A XL10 Gold |Kan Li Zhou
1612 | pAdTrack-CMV SNTI1 6A XL10 Gold {Kan Li Zhou
1613 | pAdEasySNT1Y436A BJ5183 Amp Li Zhou
1614 | pAdEasySNTI1Y471A BJ5183 Amp Li Zhou
1615 | pAdEasySNT1Y436, 472A (Clone 6) | BJ5183 Amp Li Zhou
1616 | pAdEasySNT1Y436, 472A (Clone 7) | BJ5183 Amp Li Zhou
1617
1618 | pAdEasySNTI1 4A (Clone 3) BJ5183 Amp Li Zhou
1619 | pAdEasySNT1 4A (Clone 4) BJ5183 Amp Li Zhou
1620 | pAdEasySNTI 6A BJ5183 Amp Li Zhou
1621 | pAdEasySNT1Y436A XL10 Gold | Amp Li Zhou
1622 | pAdEasySNT1Y471A XL10 Gold | Amp L1 Zhou
1623 | pAdEasySNT1Y436, 471A XL10 Gold | Amp Li Zhou
1624 | pAdEasySNTI1 4A XL10 Gold | Amp Li Zhou
1625 | pAdEasySNTI1 6A XL10 Gold | Amp Li Zhou
1626 | pPCMXTtkA S11b (no HA tag) XL10 Gold | Amp Li Zhou
1627 | pcDNA3. ImychisA SNTITSA XL10 Gold { Amp Li Zhou
{Clone 1) (T376A)
1628 | pcDNA3.ImychisA SNTITSA XL10 Gold | Amp Li Zhou
(Clone 3)
1629 | pcDNA3.1mychisA SNTIT1,2,3A | XL10 Gold | Amp Li Zhou
(Clone 1)
1630 | pcDNA3.1mychisA SNT1T1,2,3A | XL10 Gold | Amp Li Zhou
(Clone 2) (TH52455453 5
1631 | pGEM-Teasy-RasGRF1-DH/PH2 DH5a Amp K. Robinson
1632 | pLenti-HA-TrkA DHb5a Amp Hui-Yu Liu
1633 | pSCAL1, Semliki Forest virus vector | DHSa Amp Rod Bremner, (Toronto)
MTA signed
1634 | pSCAhelper, for SFV producing DHS5a Amp Rod Bremner, (Toronto)

MTA signed




NAME HOST Str | ANTIBIOTIC | SOURCE
1635 | pPSHAME2a, SFV vector DH5a Amp Rod Bremner, (Toronto)
MTA signed
1636 | pSCAI1-EGFP DHS5a Amp Hui-Yu Liu
1637 | pPSHAMEZ2a-myc-Tid1, DHS5a Amp Hui-Yu Liu
1638 | pPSHAME2a-myc-Tidlg DH5a Amp Hui-Yu Liu
1639 | pPSHAME2a-HA-TrkA DHS5a Amp Hui-Yu Liu
1640 | pPSHAME2a-HA-TrkAS89 DHb5a Amp Hui-Yu Liu
1641 | pSHAME2a-HA-TrkA13a DHS5a Amp Hui-Yu Liu
1642 | pRSETB-mRFP1 (good) DHS5a Amp Roger Y. Tsien (UCSD)
{MTA signed) PNAS 2002
99:7877-7882
1643 | pRKS-myc-Tid1S SCS101 Amp Hui-Yu-Liu
dam-; dem- (don’t use)
1644 | pMT2-SHP2 DM: D**A, C*S: DH5a Amp M. Hayman JBC
substrate  trapping dominant -ve 278:13952-13958, 2003
1645 | pMT2-SHP2 wt DHS5 o Amp M. Hayman, Stoney Brook
University, NY
1646 | pMT2-SHP2 DHS « Amp M. Hayman Mol.Cell. Biol.
R*°E: phosphate minus 23: 7875-7886, 2003
1647 | pSFVPD DHS o Amp Alaa El Din El-Husseini
1648 | pEBG3-DNAJ (Y7'-8™) DH5 o Amp Hui-Yu Liu
1649 | pEBG3-TidIN (A%-E™™ DH5 o Amp Hui-Yu Liu
1650 | pEBG3-TidC308 (V-8 DHS « Amp Hui-Yu Liu
1651 | pEBG3-Tid1L (full length) DHS o Amp Hui-Yu Liu
1652 | pRKS5-myc-TidN DHS a Amp Hui-Yu Liu
1653 | pRKS-mye-Tid1L 3° (T215C) DHS o Amp Hui-Yu Liu
1654 | pRKS-myc-TidL 5(Tyr)s DHS5 o Amp Hui-Yu Liu
(3’end) (R277C)
1655 | pRK5-myc-Tid Dnal DHS o Amp Hui-Yu Liu
(see stock #1410)
1656 | pHelper 2 (for pSFV PD) DHS5 o Amp Hui-Yu Liu
1657 | pRKS-myc¢-Tid1L 5 DH5 o Amp Hui-Yu Liu
1658 | pSFVpD-EGFP DHS5 «o Amp Hui-Yu Liu
1659 | pSFVpD-HA-TrkA DH5 o Anmp Hui-Yu Liu
1660 | pSCAPB DHS o Amp Rod Bremner (Toronto)
1661 | pPSHAME-LacZ DH5 a Amp Rod Bremner (Toronto)
1662 pRKS—mgc-Tid I~ Cregion DHS o Amp Hui-Yu Liu
(Y5430
1663 | pEBG3-myec-Tid J->C region DHS o Amp Hui-Yu Liu
(%580
1664 | pEFP-RasGrfl-Y130A XL1Blue Kan K.R.
1665 | pEFP-RasGrf1-Y66G XL1Blue Kan K.R,
1666 | PEFP-RasGrfl-Y95A XL1Blue Kan K.R.
1667 | pEFP RasGrfl-Y66A XL1Blue Kan K.R.
1668 | pSHAME-EGFP DHS5 o Amp Hui-Yu Liu
1669 | pRKS5-myc-NJ (Tid1A*~S™®) DHS5 o Amp Hui-Yu Liu
1670 | pRKS5-mye-NV (Tid1 A*~V™ DHS « Amp Hui-Yu Liu
1671 | pRK5-myc-NE (Tid1A*~E™) DHS « Amp Hui-Yu Liu




NAME HOST Str | ANTIBIOTIC | SOURCE

1672 | pRK5-mye-NG™ (Tid) DHS5 o Amp Hui-Yu Liu

1673 | pGAD-21Y1-PTB domain DHS a Amp K.V.

(FRS3 trans mice)
1674 | pGAD-1X1-PTB domain DHS o Amp K.V.
(FRS3 trans mice)

1675 | pPCMV-Tid1S H121Q XL10 Gold [ amp K. Munger (Harvard)

1676 | pCMV-TidIL (H121Q) (DNA XL10 Gold | amp K. Munger (Harvard)

domain mutant)

1677 | pEFP-RasGr{l-Y95A, Y130A DH3a kan K. Robinson

1678 | pEFP-RasGr{l-W1056E DH5a kan K. Robinson

1679 | pcDNA3-SheB-3F DH5u amp Tony Pawson (Toronto)

1680 | pCDNAmychisB-RasGrfl PH-1Q DHS5« amp K. Robinson

Y130A

1681 | pEFP-RasGrfl S916A DH50, kan K. Robinson

1682 | pBridge-v-sre DH5a amp T. Hryciw

1683 | pSFVPD-Tid1 E GFP fusion XL10 Gold | amp Hui-Yu Liu

1684 | pSFVPD-Golgi-EYFP DH5¢ amp Hui-Yu Liu

1685 | pSFVPD-mitochondrion-EYFP DH5a amp Hui-Yu Liu

1686 | pTag-FRS3-FLAG DHS5a kan KV

1687 | pBridge-v-stc-ShcBSH2 DH5a amp T. Hryciw

1688 | pBridge-v-sre-FRS3-nomyr DH5c amp KV

1689 | pBridge-v-src-FRS3-COOH DHS5« amp KV

1690 | pAS2.1-FGFR1-myc-his DH5a amp KV

1691 | HA-H-Ras 7 amp James Keller

1692 | pGEX4T2-hTid1L (full length) BL21 RIL | amp Hui-Yu Liu

1693 | pGEX4T2-hTid1L (full length) BL21 RP | amp Hui-Yu Liu

1694 | pSuper-FRS3-siRNA-#1 DH5a amp Shaochon Yan

1695 | pSuper-FRS3-siRNA-#2 DH5a amp Shaochon Yan

1696 | pSuper-FRS3-siRNA-#3 DHS50 amp Shaochon Yan

1697 | pSuper-FRS3-siRNA-control DH5a amp Shaochon Yan

1698 | pPRC656 Bel2 DH50, amp Sean Creegan

1699 | pcDNA3.1mychis human FRS3 DH5ct amp (stop codon Shaochon Yan

(5A) prior to mychis)

1700 | pIRES DHS5a amp Clontech

1701 | pBridge DH5«a amp Clontech

1702 | pTag-FRS2-Flag (clone 2) DH35o amp KV missing last 5 aa

1703 | pcDNA3.1 mychis mouse FRS3 DH5o amp Shaochon Yan

{with 3°UTR)

1704 | pcDNA3.1 mychisB FRS2 ““**""A | DHS5a amp RML (same as 1605, diff.
cell line) sequenced—
missing last 5 aa (SL)

1705 | pGBKT7 Nesca SH3 only DHS5a kan RML

1706 { pcDNA3.1 ch/ch1s DHSo amp RML (PxTP mutant)

FRS2T452 455458473
1707 | pCDX HA-NuP214 DHS5a amp RML
1708 | pSuper-FRS3-SiRNA- #4 DH5a. amp Shaochon Yan




NAME HOST Str | ANTIBIOTIC | SOURCE

1709 | pSuper-FRS3-SiRNA- #5 DH5a amp Shaochon Yan

1710 | pEGFP-NS-Nesca-W261A DHS5o kan Matt C.

DH5a
1711 | pRKS5-mycShe B (mouse, CH2-) DH5«¢ amp RML(same as 1268, diff.
cell line)

1712 | pcDNAmychisB-RasGrfPHIQ DHS50 amp K. Robinson
Y66A, YI30A

1713 pGBKT7mg'c FRS2T1234A DH5a kan RML
(15245545847

1714 | pPEGFPN3 Nesca W284A DHS5o kan Matt

1715 | pPEGFPN3 Nesca L.Z mutant DH5a. kan JIM.

1716 | pcDNAmychisBRasGrf PHIQ DH5¢ amp K. Robinson
Y66A, YOSA, Y130A

1717 | pcDNA3-ShecB-3F-Y316A DHS5a, amp RKB

1718 | pcDNAmychisB Y66,95,130,233A | DHSq, Amp K. Robinson
PHIQ

1719 { pcDNAmychisB DH5a Amp K. Robinson
Y66,95,130,146,233A PH1IQ

1720 | pcDNAmychisC-FRS3-5A no stop | DH5¢, Amp Kim Bertens

1721 | pAS2.1FRS2T1234A(TH>¥5 B3 A T hy500 Amp RML
)

1722 | pSuper Ras Grf 51909 DH5a Amp KR

1723 | pSuper Ras Grf si2090 DH5a Amp KR

1724

1725

1726

1727

1728 | pGAD424-Grb2SH2 domain DH5a Amp KV

1729 | pcDNA3.lmychis SheBAPTB-Flag | DH5« Amp Todd

1730 | pcDNA3.1mychis FRS2 N-T12A DHS5a Amp RMIL
(T'45148

1731

1732

1733 | pcDNA3. lmychls FRS2 N-T1234A | DH5« Amp RML
(TMS 148,150,15

1734 | pSCA-HA-Tr kA wit DH5¢ Amp Hui-Yu Lui

1735 | pADTrack-si #4 DH5a Kan KV

1736 | pAS2.1-FGFR2 DH5 Amp Kim Bertens

1737 | pAS2.1-FGFR3 DHS5a Amp Kim Bertens

1738 | pcDNA3-SheB-3A-3Flag DHSo, Amp Kim Bertens
(Y316317.395 4y

1739 | pEBG CKSI1 XL10 Amp IM

1740 | pEBG CKS2 XL10 Amp M

1741 | pEBG p13%*! XL10 Amp M

1742 | pBridge-Leu (replaced Trp—> Leu) DHS50. Amp KV

1743 | pCMV-Tagdc-c-cbl DH5a Kan RML




NAME HOST Str | ANTIBIOTIC | SOURCE
1744 | pAdEasy si hFRS3 #1-5 DH5a Kan KV
1745 | pAdEasy si hFRS3 #2-1 DH5a Kan KV
1746 | pAdEasy si hFRS3 #3-9 DH5a. Kan KV
1747 | p CW7 myc-ubiquitin DH5a Amp RML
1748 | pAd Track-CMV-hFRS3 Y'™A, DH5a Kan IG
Y**#A (Grb 2)
1749 | pAd Track-CMV-FRS3-5A DH5c Kan JIG
1750 | pBridge(leucine)-FRS3-COOH-vsre | DHS o amp KV
1751 | pBridge(leucine)-FRS3-NM-vsrc DH5 amp KV
1752 | pEGFP N3 RasGrfl DHSa kan JG
1753 { pEGB SheB CHI XL10 gold | amp J.M.
1754 | pcDNAmychis-Grf2 DH5a amp JG
1755 | pcDNA3.1 Nesca-ASH3 XL16 gold | amp M
1756 | pRFPmut kan IM
1757 | pShuttle DHI10B kan Bert Vogelstein
1758 | pADTrack CMV-TrkA S8 DH5¢. kan Todd H.
1759 | pShuttle CMV DH5a. kan KV
1760 | GST-PBD (PAK binding domain) DH5a amp David Scott/ Martin
Schwartz
1761
1762
1763 | pGEX4T3-hFynTSH2 DH5c amp Shawn Li
1764 | pRc/CMV-FynTmyc DHS5a. amp Shawn Li
1765 | pGEM-FRS3-Flag (Mlu primer DH5a amp KV
sites) clone 1
1766 | pGEM-FRS3-Flag (Mlu primer DH5a amp KV
sites) clone 2
1767 | pAdTrack CMV-FRS3 1A mutant DH5« kan KV
322y
1768 | pcDNA3.1 PSD-95 myc DH5¢ amp Kevin Holmes
1769 | pcDNA3.1 STEP61wt DH5¢ amp P.J. Lombroso
1770 | pcDNA3.1 STEP61 C4725 DH5w amp P.J. Lombroso
1771 | pcDNA3.1 STEP46 wt DHS50. amp P.J. Lombroso
1772 | pcDNA3.1 STEP46 C3008 DH5a amp P.J. Lombroso
1773 | GFP-NR1-1a DHS5a amp Stefano Vineni
1774 | GFP-NR2A XL10 gold | amp Stefano Vineni
1775 | GFP-NR2B X110 gold | amp Stefano Vineni
1776 | pBridge-SheB SH2 DHS5a amp Todd Hryciw
1777 | pShuttle-CMV-Nesca-EGFP DH5a kan JG
1778 | pcDNAmychis Nesca L174A, XIL10 gold | amp M
L195A
1779 | pNTAPCmychis Nesca L174A, XL10 gold | kan IM
1195A
F780 | pRuperkRSL s1-42 PHSe: amp KV—Do Not Use




NAME HOST Str | ANTIBIOTIC | SOURCE
178+ | pSuperERS2-si#t PHSe amp Do Not Use
182 | pSuperRasGrEO00siRNA PHS« amp ¥—Do Not Use
1183 | pSuperRasCGirf 20095iRNA DHS5e &P KM Do Not Use
1784 | pcDNA3.18heB-flag-myc-his DHS5a amp Todd Hryciw
1785 | pIRES-EGFP-DBH-hFRS3 DH5a amp KV
1786 | pcDNA-Flag-mGIuR5 DH5¢. amp S Ferguson
1787 | pAdTrack-CMV-FRS3- DH5a Kan Kv
Y192A,Y287A,Y322A
1788 | pAdTrack-CMV-FRS3- DH5a Kan KV
Y192A,Y287A, Y322A, Y455A
1789 | pCMX-FRS3 (no tag) DH5o Amp KV
1790 | pAdTrack-FRS3 Y417A, Y455A DH5w Kan KV
1791 | pAdTrack-NESCA DH5a KAN JG
1792 | pSURERRasGRELshRNA3H DHSe Adrp kV-Do Not Use
1793 | pSURER-RasGRF-shRNA1G82 PHSe Ammp ¥KN—Do Not Use
1994 | RASGRI-EGEP (elone b PHS¢ kan KM—2Do Not Use
1795 | RasGRF1-EGFP (clone 9) in pEFP | DH5¢. Kan KV
1796 | pcDNA beta-catenin (Xenopus) DH5¢ Amp T Drysdale
1797 | pCS2-MT-beta-catenin (Xenopus) DH5a Amp T Drysdale
1798 | pPCMX-FRS2 (no tag) DH5a Amp KV missing last 5 aa
1799 | pSHUPERRasGeiH2 shRNAGZY DPH5e Amp K—-Do Not Use
1800 | pcDNA-myc-hisB PH1-Y95A DH5a Amp KR
1801 | pPGEMTEasy-EGFP-BamH1 DH5a Amp KR
1802 | pGEMTEasy-EGFP-Xhol DH5a Amp KR
1803 | beta-arrestinl-GFP DHS5a Kan S. Ferguson
1804 | beta-arrestin2-GFP DH5¢. Kan S. Ferguson
1805 | beta-arrestint-Flag DHSo Amp S. Ferguson
1806 | beta-arrestin2-Flag DH5a Amp S. Ferguson
1807 | pcDNA-HA Rac V12 DH5a Amp S. Ferguson
1808 | pcDNA-HA Rac N17 DH5a Amp S. Ferguson
1809 | pcDNA-HA Rac WT DH5a Amp S. Ferguson
1810 | pcDNA-myc-hisB-PHI1- DH5o Amp KR
YO95A,Y130A
1811 | pCS2-mapk (xenopus) DHS5a, Amp (KV) T Drysdale
1812 | pCS2MT DHS5a Amp (KB) T Drysdale
1813 | pemx-TrkA K485A DH50. Amp KV
1814 | HA Ubiquitin DH5¢. Amp KV Wooten lab? (ask
Rosslynn for details & maps
1815 | HA Ubiquitin K29R DH5a Amp « ‘ “
1816 | HA Ubiquitin K48R DH50 Amp «“ «“ “
1817 | HA Ubiquitin K63R DH5a Amp “ “ «“
1818 | HA Ubiquitin DH5a Amp Geetha et al 2005
1819 | HA Ubiquitin K29R DHS5o. Amp Geetha et al 2005
1820 | HA Ubiquitin K48R DHS50 Amp Geetha et al 2005
1821 | HA Ubiquitin K63R DHS5a Amp Geetha et al 2005




NAME HOST Str | ANTIBIOTIC | SOURCE
1822 | pCMX-TrkB K464R a DHS5a, Amp KV
1823 | pCMX-TrkB K464R b (diff. clone) | DH5¢ Amp KV
1824 | pCMX-TikC K465R a DH50 Amp KV
1825 | pCMX-TikC K465R b (diff. clone) | DH5¢, Amp KV
1826 | pCMX-HA-TRKB-S10 (HIKE) DH5a Amp KR
1827 | pcDNA-myc-hisB-Ras Gifl DHS5a. Amp KR
1828
1829
1830
1831
1832 | pBABE mycSin DH5a Amp Jan Sap
1833 | pEX Lox Sin DH35a, Amp Jan Sap
1834 | pBABE IEG SinSD DIHS50 Amp Jan Sap
1835 | pRKS SinSD DH5¢ Amp Jan Sap
1836 | pPBABE IEG DH5a Amp Jan Sap
1837 | pPBABE IEG Sin DH5a Amp Jan Sap
1838 | pRKS5 Sin DH5a Amp Jan Sap
1839 | Sin DSR DHS50 Amp Jan Sap
1840 | pPCMX-HA-TrkB S21 DH5a amp Andrew Lu
1841 | pcDNA3 flag-axin x110gold amp I Costantini Columbia U.
Do not distribute
1842 | pcs2mt myc-axin x110gold amp F Costantini Columbia U.
Do not distribute
1843 | pEGFP(NI1)ShcB DH5¢ Kan Todd Hryciw
1844 | pcdna-rasgrfl, y130a, y233a DH5a kan kr
1845 | pcdna-rasgrfl, y935a, y130a, y233a DH5¢, kan kr
1846 | pCALNL3 DH5a amp Riken BRC (Japan)
1847 | pPENTR2B-fCatenin gifj"zﬁfi‘\}(‘)‘:::’;ﬂ amp David Mulholland
- tha
1848 | pDEST53-GFP XL10gold | amp David Mulholland
1849 | pEGFP-BCatenin wild type DH5a kan Chin-Yin Tai, Caltech
1850 | pEGFP-BCatenin Y654F DH5u kan Chin-Yin Tai, Caltech
1851 | pEGFP-BCatenin Y654EF DH5o kan Chin-Yin Tai, Caltech
1852 | pcDNA3. Imyc-HISc-p55SheC DHS5a amp Todd Hryciw
1853 | pcDNA3. Imyc-HISc- DHS5« amp Todd Hryciw
p55ShcCASH2
1854 | pEGFP-N1-p55ShcC DH5¢ kan Todd Hryciw
1855 | mRFP-Rab5 DH5a kan Ferguson (Pieter)
1856 | mRFP-Rab7 DH5a kan Ferguson (Pieter)
1857 | pCALNLS5-Frs2-EGFP DH5a Amp S. LeMay missing last 5aa
1858 | pCMX-hFrs3 myr(-) DH5¢ amp Todd Hryciw
1859 | pSuperRasGrf1-si909 DHS5a amp KR
1860 | pSuperRasGrf1-si2009 DHS5o amp KR
1861 | pPEGFPNI1-Frs2 DH5w kan Sara LeMay




NAME HOST Str | ANTIBIOTIC | SOURCE
1863 | pcDNA3.1mycHIS-SheC CHI DH5a amp Todd Hryciw
1864 | pcDNA3.ImycHIS-Frs3(myr’) DHS5a amp Todd Hryciw
1865 | pShuttle hrGFP-1 x110gold kan stratagene
1866 | pgex4t] shcC-sh2 DH5¢ amp ian
1867 | pcs2mt-fis2 x!10gold amp james
1868 | pAd Track dh10b kan Bert Vogelstein
1869 | pAd Track-CMV DHI10B kan Bert Vogelstein
1870 | pEGFP-LC-3 DHSa kan Yoshimori(NIPPON)
1871 | pEGFP-dn-Rab5 DH5o. kan Ferguson(pieter)
1872 | pEGFP-dn-Rab7 DH5a kan Ferguson(pieter)
1873 | pRS DHSq amp OriGene
1874 | pRS-shGFP(29)non-effective DHj5a amp OriGene
1875 | pRS-sh Beclini -29 DH5a amp OriGene
1876 | pRS-sh Beclinl -30 DH5a amp OriGene
1877 | pRS-sh Beclinl -31 DH50, amp OriGene
1878 | pRS-sh Beclini -32 DH5q amp OriGene
1879 | pEGFP-N1-Frs3 DHS5a kan sara lemay
1880 | pCAL-Frs2-EGFP (full length Frs2) | DHS¢ amp sara lemay™***needs to be

re-cloned

1881 | pRS-sh Frs2 -69 DH5a amp OriGene
1882 | pRS-sh Frs2 70 DH5a amp OriGene
1883 | pRS-sh Frs2 —71 DH5a amp OriGene
1884 | pRS-sh Frs2 -72 DH5¢, amp OriGene
1885 | pCDNA-TrkC DH5a amp Jen I
1886 | pCAL-Frs3-EGFP DH5a amp sara lemay
1887 | pAD Cre DH5a, Kan\
1888 | pBridge-v-src-shcC SH2 DHS5a, amp lan G
1889 | NR2B-CFP DHS5a amp
1890 | PSD95-YFP DHJ0, kan
1891 | pGex SheC DH5«x AMP lan G
1892 | pBridge SheC SH2 DH5¢ Amp Ian G
1893 | pGex2t Step 46 DH5a. Amp lan G
1894 | pGex2T Step 46 CS DH5o, Amp lan G
1895 | P Gex2T Step 61 DHS5¢ Amp Ian G
1896 | pcDNA 3.1 HA PKC zeta DH5a Amp Wooten/Moocat
1897 | pcDNA 3.1 HA PKC zeta CA DH50 Amp Wooten/Moocat
1898 | pcDNA 3.1 HA Myc-PKC zeta DH50. Amp Wooten/Moocat
1899 | pcDNA 3.0-MKK7-JNK1 DHS5o, Amp Davis R
1900 | pcDNA 3.0-MKK7JNK1 (apf) DHS5a Amp Davis R
1901 | pcDNA 3.0-Flag-Rap1 DH5a Amp Stoke/Oregon
1902 | pcDNA 3.0-Myc-Rapl DH5a Amp Stoke/Oregon
1903 | pcDNA 3.1 DN-PKC zeta XL10 Gold | Amp Jupinder
1904 | pcDNA 4-myc HisA DH5¢. Amp Zhong/U Montreal
1905 { pcDNA 4 Foxo3-DN + Myc DH5¢ Amp Zhong/U Montreal
1906 | pcDNA 4 Foxo 3-CA + Myc DH5¢ Amp Zhong/U Montreal




NAME HOST Str | ANTIBIOTIC | SOURCE
1915 | pBIG2i DH5a Amp Craig A.Strathdee/ Amgen
1916 | pBIG2r DH5a. Amp Craig A.Strathdee/ Amgen
1917 | pBIG3i DH5¢ Amp Craig A.Strathdee/ Amgen
1918 | pBIG3r DH5a Amp Craig A.Strathdee/ Amgen
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BIOHAZARDOUS AGENTS REGISTRY FORM

Reviewed by Biosafely Subcommittee: February 2006

This form must be completed by each Principal Investigator when completing a grant application or
grant renewal to be administered by the Robarts Research Institute, if the use of biohazardous and/or
infectious agents is proposed. For any proposed animal work involving the use of biohazardous
agents or animals carrying zoonotic agents infectious to humans, this form must also be completed.

COMPLETED FORMS ARE TO BE RETURNED TO BIOSAFETY SUBCOMMITTEE CHAIR,
ROOM 3-34.1.

Ifthere are any changes to the information on these forms (excluding grant title and funding
agencies) a new form must be completed and sent to the Biosafety Subcommittee Chair BEFORE
implementation of these changes can occur.

If muiti-team grants are being applied for, each individual Investigator of the team must submit a
Biohazardous Agents Registry Form to the Biosafety Subcommittee Chair.

Containment Levels will be required in accordance with Health Canada (HC), Laboralory Biosafely
Guidelines, 3" edition 2004, or Canadian Food Inspection Agency (CFIA), Containment Standards for
Veterinary Facilities, 1% edition 1996.

For questions regarding this form, please contact Biosafety Subcommittee Chair at ext. 34125.

1.0 Contact Information

PRINCIPAL INVESTIGATOR: _Dr. Susan Meakin

SIGNATURE: Q@@c@u@/?’}u & A

DATE;___ May 3rd, 2007

DERPARTMENT: ___Cell Biology and Stem Cell Biology, Dept of Biochemistry

ADDRESS: Robarts Research Institute, Office 3-16.1 B

TELEPHONE: _663-5777 exi. 34304

EMAIL_ smeakini@robarls.ca

Location of expernimeamal work to be carmed out:
Buillding(s) ___ Robarls Research Instilute._
Reomis). 3-20.1, 3-17.1 (Tissue Cullure Roomy_

“Forwork being performed at Institutions affiliated with the Robarts Research Institute, the Safety

Officer for the Institution where experiments will take place must sign the form prior to it being sent
to Robarts Research Institute, Biosafety Subcommiltae Chair. See Section 13.0, Approvals

PARDOUS AGENTS REGISTRY FORM

Please print this form, complete and submitto Ron Mosewarthy, L,

PR LR
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4

GRANT TITLE(S): 1. TrkA Activation of Aytophagy in Human Neural Tumors _ ,

2. The Role of the FRS3 Adapterin Rﬁequlatlnﬂ -catenin Signaling and Cellular Proliferation N
3 The Hgles of The FRY adapters in stem Cell SUrvival and Proliferation

4. TrkB, SheC and RasGrf1 Regulate NMDA Receptor Activity

5. Nesca, a Novel Signaling Adapter lhat Regulates Neurona! Growth and Function

6. Autophagy Induced Celt Death in Human Brain Tumors
ATTACH A BRIEF DESCRIPTION OF YOUR WORK, SUCH AS THE RESEARCH GRANT SUMMARY(S)
EXPLAINING THE BIOHAZARD(S) USED.

FUNDING AGENCY/AGENCIES:_Cancer Research Society: Grants #1 and #2

_Krembil/ORDCF: Grant #3, NSERC: Grant #4, CIHR: Grant #5 (Applied), McDonnell Foundation: Grant #6 (Applied)
Anticipated Grant End Date: _Aug 31, 2008 (both CRS grants), _Sept, 2012 (CIHR),___ March 2012 (NSERC)______

Narmmes of all personnel working under Principal Investigator's supervision in this location:

_Dr. James MacDonald_(Res. Asscc.) ___Ms. Jennifer Forsyth (M.Sc. Sludent)
_Mrs. Sara LeMay_(Res. Tech) ___Mr. Andrew Lu (Summer Student)
_Dr. Todd Hryciw_(PDF) _ Mr. Jupinder Bains (Summer Student)

_Dr. Sandy Vascotto_ {PDF)

_Mrs. Kim Brookes (Ph.D. Student} i L

_Mer. Chunhui Li_(Res. Tech) -

_Ms. Jennifer Gerasimoff (M.S¢. Student)__

Note : A list of human pathogens categorized according to Risk Group can be cbtained by calling the Office
of Laboratory Securily directly at (613} 957-1779 or accessing their Web site :
hitp:/heww phac-aspe.ge.calols-bslindex.himl

20 Microorganisms
21 Does your work involve the use of microorganisims? YES X No O

If NO, please proceed to Section 3.0

2.2 Please complete the table below:

Is microorganism | s microorganism | ts microcrganism N&e;?:mu:g Heglrthcgli\nada
Name of a known human | 2 known animal a known zoonolic | be y Containment
Microorganism pathcgen? pathogen? agent? cultured at Levél
] VES/NO VESINO vE SVI_N__O___ one time? | {select ong)
Yaast Mo No Mo 500 m! 10 2 X
, S R , 30
Bactaria (E.coli) 10 2%
cﬁoniaiﬁr}irr?g Mfﬂ_d—a_—if_o ] B NO o - 1800 ml 30 )
10 20
| __ — B 30
TOHAZARDOUS AGEN TS REGISIRY FORM T T T TR

Olease print this farm, coinleiz and submit to Ron Nesawarthy, R, 3-54



3.0 Cell Culture
31 Does your work involve the use of cell cultures? YES X NO O
If NO, please proceed to Section 4.0.
3.2 Please indicate in the table below the type of cells that will be grown in culture.
s this cell type used . .
Cell Type in your work? Established or Primary * Supolier of PTni;ns?g Ceil Culture
YES /NO
Human Yes Established {see below)
Rodent Yes Both (See Beiow) E17. P1, P3, P7, P20 Mice
Non-human
primale Yes Cos 7 cells (established)
Other (specify) |Sf21 Insect Cells, HEK 2937, cortical, neurcspheres, hippocampal, motoneurons, nnr5,

Meduttotstastoma; oliomas eurobiasomas, nnrs, PC12;

*i.e. derived from fresh tissue

Complete the following table.

" ) . 7T HC or CFiA Containment Level
Specific Celi Line Source / Supplier (select one)
nnr5, PC12 In house 10 2 X 30
Medulloblastoma, Gliomas In house, ATCC 10 2 X 30
HEK-Gog-7 in-houger ATEG—
10 2X 30
4.0 Use of Human Source Materials
41 Does your work involve the use of human source materials? ves O NO X
If NO, please proceed to Section 5.0
4.2 Indicate in the table below the Human Source Material to be used.
N Is Human Source |
Material known HC or CFIA
. to be infected . -
Human Source Specify Source, or with an Name of infectious Containment
Material Not Applicable (NA) , ; Agent Level
infectious |
agent? (select one)
o YES/NO B
Human‘ Blood 10 20
{whole} or other
Body Fluid - ] 0
Human Blood
{fraction) or other 10 20
Body Fluid 30
" ' 10 20
URpresarnsa
' 30
_Fiai{ré;ﬂ%b;is i 10 200
ninpresevad ;
30 !
[, .- - .
BIOHAZARDOUS AGENTS REGISTRY FORM PAGE &
Pleaze arint this Farm, copiete and submit o Ren Nosewartiy, B 3-34.1




5.0 Genetically Modified Organisms and Cell lings

5.1 Will genelic modifications be made to the organism, virus or cell line?  YES X NO O
lf NO, please proceed to Section 6.0

5.2 Will genetic sequences from any of the following be involved?

+» HIV ves O NO X
If YES, specify: i
¢+ HTLWV1or2 ves O NO X

If YES, specify:

«  Other human or animal pathcgen and/for their toxins YES X NO O

If YES, specify: Lentiviral vectors S

5.2 Will inlact genetic sequences be used from:

+ 5V 40 Large T antigen YEs X NOo O
s Adeno E1A ves O NO X
¢ Known or suspected oncogenes  YES O NO O X

If YES, specify: _In all mammalian expression vectors,

5.4 Will a live vector(s) (viral or bacterial) be used for gene transduction? YES X No O
if YES, name vactor: pCMX, pEGFP, pGex, pTapTag, pCAL, pAdEasy,

5.5 List specific vector(s) to be used: Adenoviral, Lentiviral (Invitrogen), pBPX (insect)

5.6 Will vector be replication defectiva? YES X NO O
5.7 Will vector be infectious to humans or animals? YES X NOo O
5.8 Will this be expected to increase the Containment Level required? YES X NO O

6.0 Human Gene Therapy Trials

6.1 Will human clinical trials using the vector(s) in 5.5 be conducted? vyes O NO X
If NQ, please proceed to Section 7.0
IfYES, attach a full description of the make-up of the virus.

6.2 Will vector be able to replicata in the hosi? vEs O NO O

6.3 How will the vactor be administerad? e

6.4 Please give the Health Care Facility whers the clinical trial will ve conducted:

8.5 Has human athics appraval been oblainad? ves O NO O

Approvai it o e

BIOHAZARDOUS AGENTS REGISTRY FORM
Please print this torm, complete and submit o Bon Nosewerthy, Rm, 3301
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PAGE.



7.2

7.3

7.4

Animal Experiments

Will any of the agents listed be used in live animals? ves O
If NO, please proceed to section 8.0

Name of animal species 1o be used:

AUS protocol #

NO X

If using murine cell lines, have they been tested for murine paihogens? YES O

Use of Animal spacies with Zoonotic Hazards

NO O

Will any of the following animals or their organs, tissues, lavages or other bodily fluids including
blood be used?

if YES specify species

If YES specify species e

Pound source dogs Yes O NO X
Pound source cats YES O NO X
Sheep or goats ves O NO X
Non- Human Primates yes O NO X

Wild caught animals veEs O NO X

Biolegical Toxins

Will toxins of biological origin be used? ves O NO X
If NO, please proceed to Section 10.0

If YES, please name the toxin e

What is the LD {specify spacies) of the toxin?

Import Reguirements

Will the agent be imported? YES X NO
If NO, please proceed to Section 11.0

If YES, country of origin____

Has an Import Permit been obtained from HC for human pathogans?  YES X

Has an import permit been obtained from CFIA for animal pathogens? YES X

a3 the import permit been sent to Biosafely Subcemmitiee Chair? YES X

IFYES, Permit#  P-13351 for transfarmed 293 cells

NO O
No O
No O

P PRSI e e e - s

BISHAZARDOLUS AGEN 'S REGISTRY FORM

Pleass print this form, complete and submit to Ron Noseworthy, R 3- 341
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Training Requirements for Personnel Named on Form

All personnel named in seciion 1.0 of this form who will be using any of the above named agents are
required to attend the following training coursas given by OH&S.

+ Biosalaly
+ Laboratory and Environmental/iWaste Management Safely
e WHMIS

As the Principal investigator, | have ansured that all of the personnel named on the form who will be
using any of the biohazardous agents in Sections 2.0 to 10.0 have been trained as required.

ol .
SIGNATURE S lan vaﬁ e

Containment Levels

For the work described in sections 2.0 to 10.0, select the highest HC or CFIA Containment

Level required. 10 2X 30
With Lentiviral work operationally handled with level 3 practices

Has the facility been certifiad by Biosafety Subcormmillee Chair for this ievel of containment?
YES X NO O

If YES, give date: ;WM and permit number: 2067 = 02 3 ’ZZ)
zéb}

Approvais

Robarts Research Institute

WW

Biosafety Officer for the Institution where experiments will take place

~_Date /.

Signature

Signature Date e e

Biosafety Officer of Robarts Research Institute {if different than above)

Signature Date

Note: This permit will be in effect from m& & Lfr_ZcL)(L o _M_@L, A &/ &)

subject to annual facility re-certificalion.

IO AZARDOUS AGENTS RE

(STRY FORM ST

Please print this torn complete and submut to Ran Noseworthy, Rm. 3-34.1




Hi Jennifer,

>>>

>>>

>

>>> Could you please let me know 1f the attached material has OHS
approval?

>>>

>>>

>3

>>> Material: recombinant adenovirus vector-mediated neurotrophin-3
»>>>» receptor [(Ad-TrkC)

>>>

>>> Researcher: Dr. Susan Meakin

>>>

Nancy McCreery wrote:

Hi Jennifer — Dr. Meakin is planning on sending the below materials off campus.

PACT2-SheB : DNA # 1042
pGEX4T2-SheB : DNA # 1293
pGEX4T2-SheB SH2 : DNA # 1427
pGEX4T2-SheB PTB : DNA # 1425
PRK5-SheB : DNA # 1268

Nancy



